
►ocket No.: BGI-124CP 



APPENDIX A: DNA SEQUENCES 

>RXAOO 0 62 -upstream 

CTTCAACATAGGCGTTGGGGCTGACTTTTAAACAGGTACCAGTAGTACCGGCATAAGCGA 
TCACTGTTGCGTTTTCTTGCTGCCATCAAAAATTAGTCAC 

>RXA000 62 

ATGATTTTAAGCATCGTCCTTTTGGGCTACTTCATGATTCTGCTTGACACCTCCATCGTC 
ATTACGGGTCTACCTGCCATCGGCAGTGAACTTGGCATCGATCCCGTGCACCTGTCATGG 
GTGCAGAGTTCCTACACATTAGTCTTCGGCGCACTTCTTCTGCTGGGAGCTCGTGCCGGT 
GATATCTTCGGCCGAAAGAAAGTGCTCTACATTGGTCTCGCGTTGTTTGCGGCTTCATCG 
TTGGCAATTGCGCTTTCTCCAAATGCTGCGGTCCTCATTGGAGCACGCGTAGTTCAAGGC 
GCGGGAGCTGCGATTATCGCTCCAGCGACACTTGCGTTGATTACTGAGTTCTTCCCCGAA 
GGCCCAGCTCGCCTTCGTGCTACCTCTGCTTATGGTGCTGTTGCCGGCATCGGTGTGGCA 
GCAGGCCTAGTGATCGGCGGCGTATTTGCTGATCTTTTGTCGTGGCGCATCGGCTTCTTT 
ATCAACGTCCCCATCGCCGCAGTGTTGGCCTACATAGTGCACAAAGCCATTCCCGCAACC 
TTCAGCAGGCCTGGATCACTCGACATCTTCGGAGCAATTACCTCCACGGCAGGTATCGCC 
GCGGTGCTCTACGCAATTGTCCGCAGCGCCGATTACAGCTGGACAGATCCGTTTGTGTTG 
ATTTCCCTCGTGCTGGGCATCGCAGTGTTCATCTGGTTCCTGCGCCATGAATCCTCAGCC 
AAAGAACCACTTCTGCCCCTGGGGCTCTTTAAAAACCGCAGGCGAAACACCATCTTGGCC 
AGCCGCTTTCTTCTGGTTGGCTCCGTGATGTCATTCTTCTTCTTTGCCACCCAGCTGTTC 
CAGGACACCATGGGAATGAATGCTCTCCAGGCAGGCCTTGCGTTCATGCCGCTATCTCTG 
CTGCAGTTTGCCAGCGCCGCGATGGTGCCACGGCTTTCCCGAGCAGGCGTATCTGATTCC 
ATGCTCACCGTCATCGGTTTCGCCATCATGGTCATCGGCATGGCAGGCCTCGCATTTGTA 
CCAAACACGATGATCGCGCTGATCCTACCAATAGTTTTGGTGGGATTTGGCCAAGGCTTC 
GCTTTCGGACCAATGACAGCTCTGGCAGTTCAAGGTGCACCGAAGGACCAATCCGGCGCC 
GTTTCTGGCCTGGTGAATTCCCTTCACCAAATCGGCGGCACCTTCGGTTTGGGTGTGTTC 
TCCTCCTTGGCTGTCGCTGTCATCGGACATGATGCAACATCAGAGATGATCAGCGACCGC 
GCACACTTCGGATTCTTGCTCTCCACCGTGACGCTGACGCTGGCCACCATCTTTGCGGTC 
ACACTGCTGAAGCGCCACGAAACCCGAAAGAGTAGCGAGCGCCCAACCCAGCTCGTCGAC 
GAAAAGGCAGTTACCTCT 

>RXA000 62-downstream 
TAGTGCGCTGCAGCATCCCAGTT 

>RXA000 8 4 -upstream 

TCACCCTTGTCGATACCAGCTACTGGGTATCTGGCGTCGGTCCACTTGGCGGCAGCAAAG 
T C T T G G AAG AC AT C GAT GCCTTCCTC G AC G C AC AG C AAT A 

>RXA0008 4 

ATGTCCACAGCTCTCCCCGATCAGCTCAAGTGGGAATACAGTGCCTTCCCCGTGCAGATC 
TCGCAGAAGCAACGGCTTAGTCCCGGCTTCATGCGGATCACCGTCACTGGTGACAAGCTC 
CGATTCTTTGGCCAGTGGGGTTTGGACCAACGCATCAAACTGATCATTCCAAGCCCGGCT 
GGGAACATCCCAGATTTCGGAATTCTCGACGAACCCACTCCCCCACCGACAACGTGGCTT 
CCTCGTGCTAAGTCTTTTCCAGCGGACCAACGACCGATCTTGCGCACCTACACCCCATCT 
GCGGTCCGACCCGAACTATGCGAAGTAGACATTGATATCTATCTTCACAACCCTTCGGGA 
CCAGTATCCAGATGGGCAAAGAACTGCAGTGTTGACGATGAACTAATCATCACCGGCCCT 
GACGTACGCGCAGGAGAAACCGGCTACGGAATCACCTATCATCCGACTTCTGCGATCGAT 
CGCCTCTGTCTCATCGGCGATTGTGCATCAGCTCCCGCGATCGCAAATATCGTCAATCAA 
TCAAAAGTACCTACTACGGTTTTCCTCCACGTAGACAGCCTAGAAGATGATGTATTGATC 
GCCGATAGCTCCACCAAGCTCACTTTCGAAGACATCGACGCTTACAAAGCAAAGGTCTTC 
CAATGGGCTTCAGCCAATGCAGCAGATCCTTCAGTACACTTCTGGATCGCCGGTGAAACT 
AGCATGGTGCGCTTCATTCGCAAAGAACTAATCAACAGCTACCGAGTTGATTCCTCACGA 
ATCACTTTCCTCGGCTACTGGAAATACGGCCGACGAACCGTAGAC 

>RXA0008 4 -downstream 
TAGCTTTCAGATTCAGACCCCAG 



>RXA0010 9-upstream 

AAGTGGGGGAAGATTTCGACAACTAACCGGGCGCAAAGATGAAACTAATGCGTCCGACCA 
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CGGCGAAAAGGAAGTTTCGCCCATCTATGAGAGGTTGAAT 
>RXA00109 

GTGGCTTCAGAGAAGAATCTAAAATTGCGTACCTTGGCGGCAGCTGCTGGGGTGTTGGGC 
GTTGGCGCGATGTCGATGCTCGTGGCTCCGCAGGCTGCTGCCCATGATGTGGTGGTGGAT 
TCTAATCCTGAAAATGGCAGTGTCGTTGATGAGTTCCCGGAGACCATTGAGTTGGAGTTT 
TCCGGTATTCCTCAGGATCTGTTCACAACAGTTGCATTGAGCAATGCGGATTCCGGAGAG 
GTGTTAACTTCTGGAACTCCTCAGCTTGAGGGGCAGCACTTGAGCTATGAAGTGCCATCT 
GATGTGCAGACGGGAGCTGGTAACTACATTTTGGGTTTCCAGATCACTTCTTCTGATGGT 
CACGCTACTAAAGGTTCAATCTCTTTTGAGGTGACAGGCTCTGCTGAAACGACAACAGAG 
ACAACAGCAGAGACGACAACTGAGTCAGCAGCAACCACTGACACCTCAGAGACCACCGAA 
GCAGAGACAACTGAAACTGCTGATGAAACTTCTGGAATTCCTGCGCCGTGGAATTGGGTT 
TTGAGCATCGTGGCGGTGCTTGTTGTTGCAAGTGCCATCGTCATGATGATTGCAAAGAAT 
CGTAACCAGAAA 

>RXA0010 9-downstream 
TAAGAGGGTTTATTCACCATGAA 



>RXA002 1 5-upst ream 

CAGTGCAAACTGACCCCGCATCCTAAACCGCGCCAGATTTCTACCTCAAAGAATTGAAGG 
CCTTTTCCAGGCGCCCTCGTGCGTGAAAGAATAACTCAAC 

>RXA0O215 

GTGTCTGACAAAAAGCAGGATCTAACATCCTCCGCAGCAGGTAGTGCTGCACCCCAAACC 
AAGGCCTACCCCGCCATGCCCTTGCCTGAAAAGCAAGCTTGGCCAGCTCTAATTGCCTTG 
TGCATTGGGTTTTTCATGATCCTGTTGGATCAAACCATCGTGGCCGTCTCTACCCCAGCG 
TTACAGGCAGACATGGGCGCGTCCTACAACGAGGTCATCTGGGTAACCTCGGTGTATCTC 
CTCACTTTCGCGGTGCCACTGCTTGTTACTGGCCGTTTGGGCGACAAGTACGGTCCGAAA 
AATGTCTATGTCGCAGGCATGGTTATCTTCACAGTGAGCTCTTTGGCCTGTGGTTTGGCC 
CCAGACATGTTCACGTTGATTATCGCTCGTGGCGTTCAAGGTTTGGGCGCAGCCCTTTTG 
ACTCCACAAACCATGGCAACAATCAACCGCATCTTTGCTTTTGAGCGCCGCGGTGCAGCT 
CTTGGAGTGTGGGGTTCTACAGCTGGCCTTGCATCCCTAGCAGGACCGATCCTGGGTGGT 
GTCATCACCGAAAACTGGGGTTGGCAATGGGTCTTCTACATCAACGTGCCCATCGGCGTG 
ATCTCGGTGATCGCAGTAATG/LAGTACGTTCCTGAATTCCCACCGCTGACCCGACCGCTT 
GATCCGCTTTCTATCGTGTTGTCCATCGTGGCCGTGTTCTTCCTGGTGTTTGCTTTCCAG 
GAAGGCGAAGGCGCTGGCTGGGCGGCATGGGTGTGGATCATGATCGTAGCCGCCTTTGCG 
CTCTTTGCGTGGTTTATCTACCAACAAAGCAGGGCCGAGAAATCCGGAAACGATCCTCTC 
GTCCCACTGGAGATTTTCAAGTTTAGAAACTTCAGCCTCGGCAATATCTGCATCATGGCC 
ATGGGATTCACCGTGGCTGGTACTCCTCTGCCCATCATGTTGTACTTCCAGCAAGCACAC 
GGAATGAACGCCATGGAAGCGGGTTTCATGATGGTGCCTCAAGCTCTCATGGCAGCAGTA 
CTGTCACCATTTGTTGGAAAGCTGGTTGATCGATCCAACCCTGGACTCATGGCAGCCCTC 
GGTTTTAGCACAGTGGCTGTGTCCATTGTACTGCTGTCAATGGTAATGATTTTCGATACG 
GGTCTAGTCTGGGCACTTGTTTCGATGACTTTGCTCGGCATCGGAAACGCCTTTGTGTGG 
GCACCGAACTCGACCTCCACTATGCGCGACCTGCCACACAAGTTCATGGGAGCGGGCTCT 
GGCGTGTTCAATACAACCCGCCAATTAGGTTCAGTCATCGGCGCCGCTGCCATCGGCGCG 
GTAATGCAGATTCGACTGGCAGCAGGCGATGAGGGCGCAGCTTTTGGTCAAGCACTTCTA 
CTTGCCGCTGCGGTGCTGGTTATCGGCATTGTGGCATCAACGATGGCAGGAAAAAATGCA 
CACCCAGCGCCGGTAAAGCCT 

>RXA00215-downstream 
TAAAGGTCGCATGAATCCTTCGA 



>RXA0028 9-upstream 

CCTCCCCATAAGTTCACTCAAGCAAGTTCTCCCGAACAGATTCACCCGAGAAGTCGACAG 
ACCCCATTAAACAGCCCGATTCAAGAAAGGCTTCGCAGCC 

>RXA00289 

ATGAGCACCACCACCGCGCCCGAAGCACGGTTTCCTGTCGTCCCTTTGACCGCCATGAGT 
TTCGCGGCATTTGTTTATGTCACGTTCGAGATGTTTGCAGTTGGCCTCATCAAGCCGATG 
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GCCAGCGATCTTGGAGTGTCAGAATCCAGCATCGGCCTGTTGATGACTGTGTATGCGACT 
GTCGTTGCCGTGGTGACGATCCCTGCCATGTTGTGGGTTTCTCGATTTAACAAGCGCACA 
GTTTTCCTGATTACTCTGGCATTTTTGGCCACGGGCATTGTTGTTCAGGCACTGACCGTT 
AATTATGGAATGCTAGCCATCGGCCGCACTATCGCAGCATTGACTCACGGGGTGTTTTGG 
GCACTTGTTGGGCCAATGGCAGCGCGTATGTCCCCAGGTCACACTGGTCGTGCAGTAGGC 
GTTGTGTCGATTGGATCAACCATGGCGCTGGTCGTTGGTTCTCCGCTGGCAACATGGATC 
GGTGAACTCATCGGATGGCGTCCTGCCACCTGGATTCTTGGTGCGCTGACCATTGCGGCC 
GTGGCTGTACTCATTCCAACCGTTCCATCACTGCCACCACTTCCAGACACGGAATCAGAG 
TCCAAAGAAAAGAAATCCCTTCCATGGGGTCTCATTTCCCTGGTCATTTTCCTTCTCCTT 
GCCGTCACCGGTGTTTTTGCTGCCTACACCTACCTTGGCCTCATCATCGCTGAAACAGCA 
GGGGACAGCTTCGTGTCCATTGGCTTGTTCGCCTTCGGTGCACTCGGACTCATTGGCGTG 
ACAGTGGCAACCCGAACTGTGGATCAACGCATGCTGCGTGGAAGTGTTCACACCACCACT 
TTGTTTGTCATTGCTGCAATTCTCGGACAGATCGCATTCGGATTAGAGGGCACACTAGCC 
GTAGTAGCTATCTTCCTTGCAGTCACCGTGTTTGGTGGAGCATACGGCGCTCTCCCAACC 
CTGGGAACCACCATCTTCCTCCATGCGGGTCGCGACCACCCAGATACTGCATCCTCCATT 
TATGTGGTCACTTACCAAGTGGGTATCGCGTCTGGCGCGGCACTTGGCGCGATGGCTGTG 
GATGCCGATTGGGTTGCTGGCACTTTGTGGATCATGGCTGGACTGTCATTGGCTTCCACG 
TTGGCCTTGGCGCTGTGGTCCCGCCCGCTACTGAAG 

>RXA002 8 9-downstream 
TAGCAGCCCAAATTCAGCCCACT 

>RXAOO 4 04 -upstream 

AAGATCCGATCATCGGCATACAG7VAACACCCATCTGGCCGAACTTTCCTTTTTCTGCATG 
CATTTCTGCACACAGTTTCTGCCCGCTGTTTCTACGCATA 

>RXA004 04 

GTGGCTTTGAAACGACCCGAAGAGAAAACAGTAAAGATCGTGACCATAAAACAGACTGAC 
AACATCAATGACGATGATTTGGTGTACAGCAACGCTACTGACCTTCCAGTAGGCGTGAAG 
AAGTCCCCTAAAATGTCACCGACCGCCCGCGTTGGTCTCCTTGTCTTTGGGGTTATCGCG 
GCGGTGGGTTGGGGAGCAATCGCTTTCTCCCGTGGCGAAACAATCAACTCTGTGTGGCTG 
GTTTTGGCGGCAGTTGGTTCCTATATCATTGCGTTTTCTTTCTATGCCCGACTGATTGAA 
TACAAAGTTGTTAAGCCGAAAGATCAGCGAGCAACCCCGGCGGAATACGTTAATGACGGC 
AAGGACTATGTCCCAACGGATCGTCGTGTGCTTTTTGGCCACCACTTTGCAGCTATTGCA 
GGTGCCGGTCCATTGGTTGGACCTGTCATGGCCGCGCAGATGGGCTACCTGCCAGGCACC 
TTGTGGATTATCCTCGGTGTGATTTTCGCCGGTGCAGTGCAGGACTACCTAGTGCTGTGG 
GTGTCTACTCGTAGGCGTGGACGCTCACTTGGCCAGATGGTTCGTGATGAAATGGGCACG 
GTCGGTGGAGCTGCCGGTATCTTGGCGACCATCTCCATCATGATCATCATTATCGCGGTG 
CTCGCATTGATCGTGGTTAATGCACTGGCTGATTCACCATGGGGCGTTTTCTCCATCACC 
ATGACCATCCCAATTGCACTGTTCATGGGTGTGTACTTGCGTTACCTGCGCCCAGGTCGT 
GTTACTGAAGTGTCCATCATCGGTGTGGCACTGCTCCTGCTGGCTATCGTTGCTGGTGGT 
TGGGTTGCAGACACCTCATGGGGCGTGGAATGGTTCACCTGGTCTAAGACCACTTTGGCG 
TTGGCCTTGATCGGTTACGGAATCATGGCTGCGATTTTGCCGGTGTGGCTGCTGCTTGCA 
CCGCGCGATTACCTGTCTACCTTTATGAAGATCGGCGTCATCGGTCTGTTGGCAGTGGGT 
ATTTTGTTCGCACGTCCTGAGGTGCAGATGCCTTCCGTGACCTCCTTCGCACTTGAGGGC 
AACGGTCCGGTGTTCTCTGGAAGTCTGTTCCCATTCCTGTTCATCACGATTGCCTGTGGT 
GCACTGTCTGGTTTCCACGCACTGATTTCTTCAGGAACCACACCAAAGCTTGTGGAGAAG 
GAATCCCAGATGCGCATGCTCGGCTACGGCGGCATGTTGATGGAATCTTTCGTGGCGATG 
ATGGCACTGATCACCGCTGTTATTCTGGATCGTCACCTGTACTTCTCCATGAACGCTCCG 
CTGGCACTGACTGGTGGAGATCCAGCAACCGCAGCTGAGTGGGTTAACTCCATTGGGCTG 
ACAGGTGCGGATATCACCCCGGAACAGCTGTCGGAAGCTGCTGAAAGTGTCGGAGAATCC 
ACTGTTATTTCCCGTACCGGTGGCGCACCAACCTTGGCGTTCGGTATGTCTGAAATCCTC 
TCCGGATTCATCGGCGGCGCTGGAATGAAGGCGTTCTGGTACCACTTCGCCATCATGTTT 
GAGGCTCTGTTCATCCTCACTACTGTGGATGCAGGTACTCGTGTGGCTCGCTTTATGATG 
ACCGATACCTTGGGCAATGTTCCAGGTCTGCGCCGTTTCAAGGATCCTTCATGGACTGTC 
GGTAACTGGATTTCTACCGTGTTTGTGTGTGCTCTATGGGGTGCTATTTTGCTCATGGGT 
GTTACCGATCCACTGGGCGGCATCAACGTGCTTTTCCCACTATTCGGTATCGCT7VACCAG 
CTGCTCGCCGCTATTGCACTTGCTCTCGTGCTGGTTGTTGTGGTGAAGAAGGGCCTGTAC 
AAGTGGGCGTGGATTCCAGCTGTTCCTTTGGCATGGGATCTCATTGTCACGATGACTGCG 
TCATGGCAGAAGATTTTCCACTCTGATCCGGCTATTGGCTACTGGGCTCAGAACGCGAAC 
TTCCGCGATGCAAAGTCTCAAGGCCTTACCGAATTTGGTGCCGCTAAATCTCCTGAGGCA 
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ATCGATGCGGTTATCCGAAACACCATGATTCAGGGCATCTTGTCCATCCTGTTCGCGGTG 
CTCGTCCTCGTTGTTGTCGGCGCAGCCATTGCGGTGTGCATCAAGTCCATCAGGGCTCGT 
G C AG C C G G AAC ACC T T T G G AG ACC AC T G AAG AGC C T GAT AC T GAAT C T GAG TTCTTCGCC 
CCAACTGGATTCCTTGCATCTTCCAGGGATAAGGAAGTCCAGGCCATGTGGGACGAGCGC 
TACCCAGGCGGTGCGCCCGTGTCTTCTGGAGGGCAC 

>RX AO 0 4 0 4 - do wn s t r e am 
TAAAACATGATGGCTCTTACTCA 



>RXA004 7 9-upstream 

TAGATCCCAAGGCTCAAAATTTATTACTTAAACAAGTTGAGCAACTAGCCAGCCGCAAAT 
CTTAGAACTAACCTTTACGCCTTTAACGGAAGTGAATTTG 

>RXA004 7 9 

ATGTCTACTAGCATCACAACAGAGAACAAGAAGAAATCTGGTCCTCCTCGCTTGATGAGA 
ATCTTTCTGCCCGCCTTGCTAATTTTAGTTTGGCTTGTAGGAGCTGGAGTCGGCGGTCCT 
TATTTTGGCAAGGTTAGTGAGGTCTCCTCCAACAGCCAGACCACATATCTGCCAGAATCT 
GCCGATGCCACTCT^AGTACAGGAACAGTTGGGAGATTTTACTGATTCTGAATCCATCCCA 
GCCATTGTCGTAATGGTCAGCGATGAACCCTTAACACAGCAAGACATCACACAACTCAAT 
GAAGTTGTTGCTGGGCTTTCAGAATTAGACATAGTTTCCGATGAAGTCTCCCCTGCTATT 
CCATCCGAGGACGGCAGAGCTGTCCAAGTGTTTGTCCCCCTCAATCCATCAGCGGAGCTG 
ACGGAAAGCGTCGAGAAGCTCTCTGAGACCTTGACCCAGCAAACGCCGGACTATGTGAGC 
ACCTATGTGACCGGACCGGCTGGGTTTACCGCTGATCTCAGCGCAGCTTTCGCGGGTATT 
GATGGGCTACTCCTAGCAGTCGCCTTGGCTGCCGTCCTTGTCATTCTTGTCATCGTCTAT 
CGCTCCTTCATTCTGCCCATCGCCGTGCTTGCCACCAGTTTGTTTGCGCTGACTGTAGCT 
CTATTGGTGGTGTGGTGGCTAGCTAAGTGGGACATCCTGCTGCTTTCGGGTCAGACTCAA 
GGCATCCTCTTCATTCTGGTCATTGGCGCCGCCACCGACTACTCATTGCTATACGTTGCT 
CGTTTCCGTGAAGAGTTACGCGTTCAACAAGATAAAGGGATAGCCACAGGGAAAGCCATC 
CGGGCATCGGTGGAACCCATTCTTGCCTCGGGCAGCACTGTTATTGCGGGCCTCCTTTGT 
TTGCTATTTAGTGATTTGAAATCTAACTCCACGCTAGGTCCAGTAGCTTCGGTGGGCATT 
ATTTTTGCAATGCTTTCTGCTCTTACTCTGCTACCAGCCCTGCTGTTTGTATTCGGTCGG 
GTGGCCTTTTGGCCCAAGCGACCAAAATACGAACCTGAAAAAGCCCGTGCGAAAAACGAC 
ATCCCCGCCAGCGGGATCTGGTCAAAAGTGGCTGATTTAGTGGAGCAGCATCCTCGTGCA 
ATCTGGGTATCTACACTTATTGTGCTTCTCTTGGGTGCGGCTTTCGTTCCCACACTAAAA 
GCGGACGGTGTGTCCCAATCCGACCTAGTTCTGGGTTCCTCTGAAGCACGTGATGGCCAG 
CAGGCTTTAGGCGAACACTTCCCCGGTGGATCCGGCAGTCCTGCTTATATTATCGTTGAT 
GAAACACAGGCAGCACAGGCTGCTGACGTAGTCCTTAACAACGACAATTTCGAGACTGTA 
ACTGTAACTAGTGCTGACTCCCCCTCTGGCTCAGCCCCAATCACCGCTGACGGTATTGTG 
CCGTTAGGTTCTGGTACAGCTCCAGGCCCGGTAGTTGTAGAAGGGCAAGTCCTTTTACAA 
GCAACACTTGTCGAAGCACCAGATTCCGAAGAAGCTCAAAAAGCTATTCGCAGTATCCGC 
CAAACTTTTGCAGATGAAAATATATCAGCGGTAGTAGGCGGTGTCACTGCAACTTCCGTA 
GACACTAACGATGCCTCCATCCATGACCGCAACCTGATCATCCCAATTGTATTGCTGGTC 
ATTTTGGTTATTCTCATGCTGTTGCTGCGGTCTATTGTCGCACCACTCCTGCTAGTAGTC 
ACCACCGTGGTGTCTTTTGCTACTGCTTTAGGCGTGGCTGCTTTACTTTTCAATCACGTT 
TTCAGTTTCCCAGGAGCAGACCCCGCAGTACCTCTCTACGGATTTGTATTTTTAGTAGCC 
TTGGGCATCGACTACAACATTTTCTTAGTCACCCGAATCCGTGAAGAAACCT^AAACCCAC 
GGCACAAGACTTGGAATTCTTCGAGGCCTGACAGTAACCGGCGGAGTAATTACCTCAGCT 
GGAGTAGTTCTCGCCGCAACGTTCGCAGCACTCTATGTCATCCCAATTCTATTCCTGGCA 
CAAATTGCCTTCATTGTCGCTTTTGGAGTTCTTATTGATACCCTGCTCGTTCGCGCCTTC 
TTGGTGCCTGCTTTGTTCTACGACATCGGACCGAAAATCTGGTGGCCGTCAAAATTGTCC 
AATCAGAAATACCAGAAGCAGCCTCAGCTA 

>RXA004 7 9-downstream 
TGACACACCAAAATTCGCCTCTC 



>RXA004 97-upstream 

TGGAAACCCACAACCGGCACACACAAAATTTTTCTCATGGAGGGATTCACC 
>RXA004 97 
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G T G G C AAAC G T C AAC AT C AAG C C G C T T GAG G AC AAG A T C C T CG T T C AG AT C AAC G AAG C A 
GAGACCACCACCGCTTCCGGCCTGGTCATTCCAGATTCCGCTAAGGAAAAGCCACAAGAG 
GCAACCGTTATCGCAGTTGGCCCAGGCCGCTTCGATGACAAGGGTAACCGCATCCCACTG 
GACATCAAGGAAGATGACGTTGTGATCTTCTCCCGTTACGGCGGCACCGAGATCAAGTTC 
GGTGGCGTGGAGTACTTGCTTCTCTCCGCTCGTGACATCCTCGCAATCGTCGAGAAG 

>RXA004 97 -downstream 
TAG G GG AT AAG T T CAT GGCAAAG 



>RXA004 98-upstream 

CCCGTTACGGCGGCACCGAGATCAAGTTCGGTGGCGTGGAGTACTTGCTTCTCTCCGCTC 
GTGACATCCTCGCAATCGTCGAGAAGTAGGGGATAAGTTC 

>RXA004 98 

ATGGCAAAGCTCATTGCTTTTGACCAGGACGCCCGCGAAGGCATTCTCCGGGGCGTTGAC 
GCTCTGGCAAACGCTGTCAAGGTAACCCTCGGCCCACGCGGCCGTAACGTGGTTCTTGAT 
AAGGCATTCGGCGGACCTCTGGTCACCAACGACGGTGTCACCATTGCCCGCGACATCGAC 
CTTGAGGATCCTTTTGAGAACCTCGGTGCGCAGCTGGTGAAGTCCGTTGCTGTTAAGACC 
AACGACATCGCTGGTGACGGCACCACGACTGCAACTCTGCTTGCTCAGGCACTCATTGCT 
GAAGGCCTGCGCAACGTTGCTGCTGGCGCAAACCCAATGGAGCTCAACAAGGGTATTTCT 
GCAGCTGCAGAAAAGACCTTGGAAGAGTTGAAGGCACGCGCAACCGAGGTGTCTGACACC 
AAGGAAATCGCAAACGTCGCTACCGTTTCATCCCGCGATGAAGTTGTCGGCGAGATCGTT 
GCTGCAGCGATGGAAAAGGTTGGCAAGGACGGTGTCGTCACCGTTGAGGAGTCCCAGTCC 
ATCGAGACTGCTCTCGAGGTCACCGAAGGTATTTCTTTCGACAAGGGCTACCTTTCCCCT 
TATTTCATCAACGACAACGACACTCAGCAGGCTGTCCTGGACAACCCTGCAGTGCTGCTT 
GTTCGCAACAAGATTTCTTCCCTCCCAGACTTCCTCCCATTGCTGGAGAAGGTTGTGGAG 
TCCAACCGTCCTTTGCTGATCATCGCAGAAGACGTCGAGGGCGAGCCTTTGCAGACCCTG 
GTTGTGAACTCCATCCGCAAGACCATCAAGGTCGTTGCAGTGAAGTCCCCTTACTTCGGT 
GACCGACGCAAGGCGTTCATGGATGACCTGGCTATTGTCACCAAGGCAACTGTCGTGGAT 
CCAGAAGTGGGCATCAACCTCAACGAAGCTGGCGAAGAAGTTTTCGGTACCGCACGCCGC 
ATCACCGTTTCCAAGGACGAAACCATCATCGTTGATGGTGCAGGTTCCGCAGAAGACGTT 
GAAGCACGTCGCGGCCAGATCCGTCGCGAAATCGCCAACACCGATTCCACCTGGGATCGC 
GAAAAGGCAGAAGAGCGTTTGGCTAAGCTCTCCGGTGGTATTGCTGTCATCCGCGTTGGT 
GCAGCAACTGAAACCGAAGTCAACGACCGCAAGCTGCGTGTCGAAGATGCCATCAACGCT 
GCTCGCGCAGCAGCACAAGAAGGCGTTATCGCTGGTGGC 



>RXA005 65-upstream 

TGGAGCCTTGTCTTCCTCCAGCAATCCCACAACGGAGCAGGTTGGGATCCCGAGAAATGT 
TGTCATCATCTTGGCTGTATTAGTTTTTACAGCCTTTGTC 

>RXA005 65 

ATGATGTTGAATGAGACTACTCTGGCAGTCGCGTTGCCGTCGATCATGGCGGACTTTGAC 
ATTGAGGCGAATACTGCGCAGTGGTTGCTCACTGGTTTTATGTTGACCATGGCTGTGGTT 
CTTCCAGCTACTGGTTGGATGTTGGAACGTTTTACCACTCGTAGTGTGTTTATTTTCGCC 
ACGGTGGTCTTCCTGATCGGTACTGTGACGGCTGCGTTGTCTCCTACTTTTGCGATTATG 
CTTGCAGCCCGCGTCGCTCAGGCGATTGGTACCGCTGTGATCATGCCGCTGCTGATGACT 
GTCGCGATGACCGTTGTTCCTCCAGAGCGCCGTGGCGCCGTCATGGGTTTGATTGCGGTC 
GTGATGGCCGTTGGTCCTGCTCTTGGACCTAGTGTGGCTGGTTTCGTACTCAGCTTGTCT 
TCGTGGCACGCGATTTTCTGGGTCATGGTTCCGTTGGTGTTTGTGGCAAGCCTGATCGGT 
ACCCTGCGTCTGACCAACGTCAGTGAGCCTAAAAAGACTCCTTTGGATGTTATTTCCTTC 
CTGATTTCCGCAGTGGCTTTCGGTGGCCTTGTGTACGCCTTGAGCTCGATTGGCATCATT 
TTGGAAGGTGACAGAAGCGCTTTGGTCGTGTTGGCTGTCGGCATCATTGCGTTGGTGGTG 
TTTGTGTGGCGCCAGATTGCCATGGGTAAGCAGGATAAGGCGCTGTTGGATCTGCGTCCG 
TTGGCGATTCGTGAGTACACCATTCCGCTGGTTGTGCTTTTGACGCTGTTCGGTGCGCTG 
CTCGGTGTCATGAATACACTGCCGCTCTACCTGCAGGGATCCTTGATGGTCACCGCCTTG 
GTCGCGGGTCTAGTGCTGTTGCCAGGTGGTCTTTTGGAAGGTGTGCTGTCGCCATTTGTG 
GGTCGAATTTATGATCGTCATGGTCCACGCGGACTCGTGATCGGCGGTATGTCACTCGTT 
GTGATCTCCCTGTTTGCACTGTCCACCGTCGAT 
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>RXA0057 5-upstream 

GCATGTCCGGTTGCCGATCTATTTAAATACCAGGACAATTGCGTGCATGGTTGAAAGAGA 
CTTCACTATCCGACCAATCCGCGAGGGTGATTTCCCTCAG 

>RXA00575 

GTGAGGGACATCTACGAATTGGGCCTGGAGACGGGACATGCGACTTATGAGACTTCTGGT 
CCCACGTGGGACCAGTTCTCCCAATCTAAAATCATGGATACCGTCATGGTGGCGGTAGAA 
AACAACGACCCGGACTTCATCCTCGGATGGGTGTCTGCTGCTCCAATTTCAAGCCGACAG 
GTTTTCCATGGAGTGGTGGAAGATTCCATCTATATCCACCCCCAGGGCCAAGGCCGAGGA 
ATCGGCGGCGCTTTGCTCGACGCCCTTATCACCTACTGCGAAAGCAACGGCATCTGGTCG 
ATCCACTCCTGGATCTTCCCGGAAAACCTCGGTTCTGCGAAACTGCATGAATCGAAGGGC 
TTCGTGAAGGTGGGCACCATGCACCAAATGGCAAGGATGCCCTACGGCGAGATGGAAGGA 
CAATGGCGCGATTGTGATCTGTGGGAGTGCCTCTTATCCGTTCCAGAGCAAGCTCAAAGT 
TCC 

>RXA00575-downstream 
TAAAGCAATTTAAATCTGACTTT 



>RXA00599-upstream 

GAACGATCGGCCCTTTGATTGAAGTCCCAGTATTAGTCGGATTGGTTTATGTCATGTTGT 
GG C T T G G AC C AAAAAT C T T T AAAAAG G AG AA T G C AG GAT C 

>RXA005 99 

ATGAAATCAGTTTTGTTTGTGTGCGTCGGTAATGGCGGAAAATCACAGATGGCGGCGGCG 
CTGGCACAGAAGTATGCATCAGATTCAGTAGAGATCCATTCTGCTGGAACCAAGCCTGCA 
CAGGGGCTAAACCAATTGTCTGTGGAATCCATCGCTGAGGTGGGCGCTGATATGTCGCAA 
GGAATTCCCAAAGCGATCGATCCGGAGCTGCTGCGCACTGTCGATCGTGTGGTTATTTTG 
GGCGATGACGCACAGGTAGATATGCCTGAATCTGCACAGGGCGCTCTTGAGCGTTGGTCA 
ATTGAGGAACCGGATGCTCAAGGTATGGAACGTATGCGTATTGTGCGGGATCAGATCGAT 
AACCGAGTCCAAGCTTTGCTAGCGGGA 

>RXA005 99-downstream 
TAAGCGCCGAAAAAGGGGCATGT 



>RXA00600-upstream 

CGGAGTTAATGAGCGGTAGGTGGATGGGTGCGGTCATGTCCGTCATTATATATTGACGCA 
CATCGATATTGAAGGTATTTTTATATCGGCAAACATCAAT 

>RXA00 600 

ATGATTGAAGGCTGGCTCATGACCCTTACTAAAGAGCATTCGACACCTCGAGCGGCTGGC 
TCAATGTCGTTTCTTGACCGCTGGTTAGCTGCCTGGATTTTCTTGGCTATGGCTGCTGGG 
TTGTTAATCGGCAAGGTCTTTCCAGGAATTGGGGCGCTTTTGAGCGCGGTGGAAATTGGT 
GGAATTTCCATTCCAATTGCTATCGGTTTGATCGTCATGATGTATCCACCTTTGGCCAAG 
GTGCGCTACGACAAAACTAAAGAAATCAGCACAGACCGCGCTCTCATGGTGGTGTCGATT 
ATGTTGAACTGGATCGTTGGACCAGCACTTATGTTTAGCCTGGCGTGGCTGTTTCTTCCA 
GATCAACCAGAGCTTCGCACTGGGCTAATTATCGTGGGCCTTGCGCGCTGTATCGCGATG 
GTTTTGGTATGGAGTGATCTCGCTTGTGGTGACCGGGAAGCAACTGCTGTGCTGGTTGCA 
ATCAACTCGGTGTTCCAGATCCTTATGTTCGGTGTGCTTGGTTGGTTTTACCTGCAGATT 
CTTCCCTCGTGGCTGGGATTAGACACCACGTCGGTGACTTTCTCTGTGGTATCAATCGTG 
ACTTCCGTTCTCGTGTTCTTGGGCATACCACTTGTAGCTGGAGTTTTATCTCGCGTCATT 
GGTGAAAAAACAAAGGGACGGCGCTGGTACGAGGACACGTTCCTGCCTAAGATTTCACCC 
TTGGCGCTGATTGGCTTGCTATACACAATTGTTCTGCTGTTTTCGTTGCAGGGGGATGAA 
ATCACAGCGCAGCCTTGGACAGTAGCTCGTCTTGCATTGCCGCTGCTGATGTACTTTGTG 
GGCATGTTTTTCATTTCCCTGGTGGTATCCAAACTGTCCGGGTTAACTTATGAGCGAGCT 
GCTTCCGTGTCTTTTACTGCAGCAGGAAACAACTTTGAATTAGCGATTGCGGTATCGATC 
GGAACCTTTGGTGCGACATCACCGCAGGCATTAGCTGGAACGATCGGCCCTTTGATTGAA 
GTCCCAGTATTAGTCGGATTGGTTTATGTCATGTTGTGGCTTGGACCAAAAATCTTTAAA 
AAGGAGAATGCAGGATCA 
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>RXA00600-downstream 
TGAAATCAGTTTTGTTTGTGTGC 



>RXA00 605-upstream 

ATAGGTAACCCTCATAAAAGGAAGGAATGCTA 
>RXA00 605 

ATGTCTGAGAAGTCAGCAGCAGACCAGATCGTAGATCGCGGAATGCGTCCAAAGCTTTCT 
GGAAACACTACCCGCCACAACGGAGCACCAGTTCCATCTGAGAACATCTCCGCAACCGCA 
GGCCCACAGGGTCCAAACGTTCTCAATGACATTCACCTCATTGAAAAGCTCGCACACTTT 
AACCGCGAGAACGTTCCAGAGCGTATCCCTCACGCAAAGGGCCACGGCGCTTTCGGTGAG 
CTGCACATCACCGAGGACGTATCCGAATACACCAAGGCAGACCTGTTCCAGCCTGGTAAG 
GTCACCCCGCTGGCTGTTCGCTTCTCTACTGTTGCTGGTGAGCAGGGCTCCCCAGATACC 
TGGCGCGACGTCCACGGCTTCGCTCTTCGCTTCTACACCGAAGAGGGCAACTACGACATC 
GTGGGTAACAACACCCCAACCTTCTTCCTTCGTGACGGCATGAAGTTCCCGGACTTCATC 
CACTCACAGAAGCGTCTCAACAAGAACGGTCTGCGCGATGCAGACATGCAGTGGGATTTC 
TGGACCCGCGCACCTGAATCTGCACACCAGGTGACCTACCTGATGGGTGACCGCGGTACC 
CCTAAGACCTCCCGCCACCAGGACGGCTTCGGCTCCCACACCTTCCAGTGGATCAACGCT 
GAAGGTAAGCCAGTTTGGGTTAAGTACCACTTCAAGACCCGCCAGGGCTGGGATTGCTTC 
ACCGATGCAGAAGCAGCAAAGGTTGCAGGCGAGAACGCTGACTACCAGCGCGAAGACCTC 
TACAACGCTATTGAAAACGGCGACTTCCCAATCTGGGACGTCAAGGTTCAGATCATGCCT 
TTCGAGGATGCAGAGAACTACCGCTGGAACCCATTCGACCTGACCAAGACCTGGTCCCAG 
AAGGATTACCCACTGATCCCAGTCGGTTACTTCATCCTGAACCGCAACCCACGCAACTTC 
TTCGCTCAGATCGAGCAGCTTGCACTGGATCCAGGCAACATCGTTCCTGGCGTCGGCCTG 
TCCCCAGACCGCATGCTCCAGGCACGTATCTTCGCATACGCTGACCAGCAGCGTTACCGC 
ATCGGCGCTAACTACCGCGACCTGCCAGTGAACCGTCCAATCAACGAGGTCAACACCTAC 
AGCCGCGAAGGTTCCATGCAGTACATCTTCGACGCTGAGGGCGAGCCTTCCTACAGCCCT 
AACCGCTACGACAAGGGCGCAGGCTACCTGGATAACGGTACGGATTCCTCCTCCAACCAC 
ACCTCCTACGGCCAGGCTGATGACATCTACGTCAACCCAGACCCACACGGCACCGACCTG 
GTTCGTGCTGCTTACGTCAAGCACCAGGATGATGACGACTTCATCCAGCCAGGCATCCTA 
TACCGCGAGGTCCTGGATGAGGGCGAGAAGGAGCGATTGGCAGACAACATCTCCAACGCA 
ATGCAGGGCATCTCTGAGGCAACCGAGCCACGCGTCTACGACTACTGGAACAACGTTGAT 
GAGAACCTCGGCGCTCGCGTCAAGGAGCTTTACCTCCAGAAGAAGGCT 

>RXA0 0 60 5 -downstream 
TAAGTCCTTCTGATTTAAAATGA 



>RXA0 064 8 -upstream 

GTTTGCCAGCTATTGCATCTTGCACAAAATGTGTACCATACACATAATGTCATCGAGTCC 
TCCCGAATCAGCCACACCACAGATCAAATACGGCCTGCTG 

>RXA0064 8 

GTGGTCACTCTCGCCTCAGCTGGTATCACTGTTTCCCTAGCGCAGACCCTGGTTATTCCG 
ATCATTGGTCGGTTGCCCGAGATCTTCAACACCACGGCTGCTAATGCCTCTTGGATCATT 
ACTGTGACGCTGTTGGTGGGCGCAGTGGCGACTCCTGTGATGGGCAGGCTTGCAGATATG 
TACGGCAAGAAAAAGATGATGCTCATCTCACTTGTCCCGTTCATTCTTGGATCAGTGATC 
TGCGCTGTGTCGGTGGATTTGATTCCGATGATCATCGGCCGTGGTTTTCAGGGGCTTGGC 
TCTGGCCTGATTCCTCTTGGCATTTCTCTCATGCATGATTTGTTGCCCCGGGAGAAAGCA 
GGGTCTGCCATTGCTTTGATGAGTTCTTCCATGGGCATTGGCGGTGCACTCGGTCTACCG 
CTGGCTGCTGCTATTGCCCAGTTTGCGTCCTGGCGGGTGCTGTTCTGGTTCACCGCTCTG 
GTAGCGCTTACAGTTGGCGCGGTCATTTGGAAGGCGATTCCTGCTAGACCCAGGATCGTG 
AGGAGTGGCGGCTTTGATTATTTCGGTGCTCTCGGCCTTGCAATGGGACTTATCGCATTG 
TTGCTCGCGGTGTCCAAGGGATCAGAATGGGGCTGGAGAAGTGCCCTGACCATTGGGTTA 
TTCGTGGCAGCGCTGGTGATTTTGGTGGGTTGGGGCTGGTTCGAAACCCGCCAGAAATCC 
CCTTTGATTGATCTGCGCACCACTATTCGGGCGACCGTGTTGATGACAAATATTGCGTCC 
ATCCTCATCGGTTTCACCATGTATGGAATGAATCTGATCCTGCCTCAGGTCATGCAGCTG 
CCTGTAATTCTGGGCTACGGTCTAGGCCAGAGCATGCTTCAGATGGGCATCTGGCTGATC 
CCGATGGGTCTAGGCATGATGTTGATTTCGAATGCAGGTGCAGCCATTAGCGCTGCTCAT 
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GGTCCTCGTGTGACGCTGACAATTGCGGGTGTTGTGATCGCAGTCGGTTATGCACTTACT 
GCCACAGTGTTGTTCACTATCGGCAACCGCACACCGGGAGGAGATGCAGACAACGCACTT 
ATTTTGACCACCCTGGTGCTGTTCTCAGTGTGTAGTCTCGTGGTCGGTATCGGCATTGGC 
CTGGCATTTGGTTCCATGCCTGCCTTGATCATGGGTGCCGTACCAGCCACGGAGAAAGCC 
GCAGCGAATGGTTTCAACTCTCTTATGCGTTCACTGGGCACCACCGGCTCATCAGCTGTC 
ATCGGTGCAGTGTTGGCCGGAATGATGAGTGGCGGAGTACCCACCTTAGGGGGATTCATG 
ACCACTCTGATCATCGGATGCTGCGCCGCGCTTGTGGCTGCGGTCATCTCCTATTTCATC 
CCCACCACAACCACTGTGGTGGAAGCAAAA 

>RXA00 64 8 -downstream 
TAATCCCGGCAGCGACTCGACCA 



>RXA007 64 -upstream 

TACTGCGTCGGATCCGCTGATGCTTGCAGAATCGGACAGTGATGGGCCGTCTGCGCCTGC 
ACCTGGGACGACTGGATTATTAGGGGTGGAATTTTCGCTC 

>RXA007 64 

ATGACACTCAAGACTAGCGTTTTGGCACTACTCTTAGATAACGTGCATGTTCTTCTGATT 
GCGAATCCTGAGTCGACCACGCAGACGCAGAAACTTTTCCGTCGTGTGGTGCCTGCGTTG 
ATGGCGCTTGATGGTGTGTCGCTTGAAGCGAGGTTTACGCACTATGGAGGCCATGCGGAG 
GAAATGGTTGCGGGTTTGACGGTGGATGATTTTGATGTGATTATCCCCGCGGGTGGGGAC 
GGCACCGTCAACGAAGTGATAAATGGGTTACTTGGGTCGGCGGAAGGTGATTTTAGAAAC 
CTTGAGGATTTGCCGGCGATTGCGGTGTTGCCAACGGGGTCTGCCAATGTGTTTGCCCGT 
GCGCTTGGTTACCCCACTGACCCGTATGCTGCCGCTGATGCCCTGGTGGAGTTGATTCGG 
AAGAACCACACCAGAACTATCACCTTGGGTACGTGGAAGGGTGATGATCAGGGGACTCGT 
TGGTTCGCGGTTAATGCTGGGTTTGGTATTGATGCGGATGTTATTGCCAGGGTCGAACGG 
GCGAGATCTTTCGGCTTTGCGGCTTCACCGTTGTTGTATCTGCAGGTGAGTCTTCGGGCG 
TGGGTGAAAACTCAGATTAAGCCACCGAAAATTACCGTGGAGGCGGTGGACAGCAAAGGG 
C AC AAAT T GC AAAAAG AGG AAG T G CC AAT GC T GC TTGCCTCGAAT AC CAATCCGTGG ACT 
TTTTTGGGTCCGCTTCCTGTGGTGACAAATCCGCAGAATTCTTTTGACACAGGTCTGGGG 
CTTTTTGGCTTGACTAGTGTGCGAGGATTCGGGGGAGTGGCAGCGATGATGCACCTGATT 
GGCGTGGGGCATGGTCGGAAGTTGGAGAAGTTGATCGCTAAGCGCACCATTGCTTTTGAT 
GATGCGGAGAAAGTAACGCTCACGTGCGACAGCGATCAGCGTTTCCAAGTTGATGGTGAG 
TATGAAGGCAAACCAACAAAGGTGGTGTTGGAATCAATCACTGATGCGGTGCGAGTGTAT 
GCGCCGAAGACGCATCCGACACCGCCGATCATGAATTGGGCTGTCCATTTGTTTAAGCAC 
GTCCGTGATTTCCTCCGGGTGCGCACGTTTGGCATC 

>RXA0 07 64 -downstream 
TAGGATTCATCGGAGTTTTCTTC 



>RXA008 03-upstream 

TCATCCTTCCTTAGCTCGCGTGAGCTTCCCAAGCGTAAGCACCCCCGTGTGAGGGCATAA 
CGGCCGTTCTGTTAAAGATTGGTCTGGCCATTTCCTCCAT 

>RXA008 03 

ATGGGGGTGTCCGCGCTTAACATGTCTGACATGGTGGCGT^ACAAACGGGCACAGCGTAAA 
GTCTGGCTAGCGGTAGCTTTATCGGTCTTTACGGTCGCGTGGGGTGGCAATGAATTCACT 
CCCTTGCTGGTGTTTTACCGAGGTGAAGGGTTCTTTAGCAACCTGTTCATCGACCTTTTG 
CTGGTGTTTTATGCCATCGGAGTAGCGGTAGGTTTGCTGGCAGCTGGTCCTTTATCTGAC 
CGCTATGGCCGACGTGCCGTCATGTTGCCTGCGCCATTGATCGCGATCTTGGGTTCCGCG 
TTGATTGCCTCGGGTGAAGAAACCGCCATCCTGATTGCCATTGGTCGAGTGCTGTCGGGA 
ATTTCGGTGGGCATGGTGATGACAGCGGGAGGTTCCTGGATTAAGGAGCTTTCATCGTCG 
CGGTTTGAGCCAGGGGTGAAAACCAGTGCTGGTGCAAAACGCGCATCGATGTCTTTGACC 
GGTGGTTTTGCGCTCGGCCCAGCGCTTGCTGGTGTGATGGCACAGTGGCTGCCACAACCT 
GGACAGTTGGCATATGTTTTGCACATTATTCTCACTCTGATTTTGTTCCCGTTGCTTATT 
ACA 



>RXA00810-upstream 
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TCGGCGTTCGTTCAAGAAACGGCCAGATGTTGCTGTTCGAGCTCATGCAAGAGTGGAACA 
TCGAACCCGGTAGTAATTCCAATCAGTAAAGGTAAGACAA 

>RXA00810 

ATGGCACAGGGCACTGTTAAGTGGTTCAACCCAGAGAAGGGCTTCGGCTTCATCGCTCCT 
TCCGACGGATCCGCTGACGTTTTCGTCCACTACTCCGAGATCGAGGGCAACGGCTTCCGT 
ACCCTCGAGGAGAACCAGCTCGTCGAGTTCGAAATCGGCGAGGGCGCTAAGGGCCTTCAG 
GCTCAGGCTGTTCGTGCAATC 

>RXA00810-downstream 
TAATTGCATCTGAGTTCGAAACC 



>RXA00829 

TTGGATGAGCCCACCACAGGCCTGCACCTCGCTGATGTGAAAACCTTGCTGGATCTTTTT 
GATCAACTGGTTGATGACGGCAAGTCTGTCATCGTCATCGAACACCACCTCGGCGTGCTC 
GCTCACGCTGACCACATCATTGATGTCGGCCCTGGTGCAGGTTCTGATGGTGGCTCGATT 
GTATTCGAGGGCAGCCCCGCGGAACTCATCAAAACTGATACTCCAACAGGACGCCACCTT 
AAAGCTTATGTAGAT 

>RXA00829-downstream 
TAGTTTCTTATGGAAAACCCTGG 



>RXA00834 -upstream 

TGTTTTAGCCATGGACCCCATACTAGGGAGAGTTTTGTTTTGGTGCTAGAAAAGGTTCAC 
CAAGCGCGAACAGGCCTATGCAAACGGTACGATATGACAC 

>RXA00834 

ATGCAAAAAGCTGATTCCCATGATTGGATTTCGGTCCACGGTGCGAATGAAAACAACCTC 
AAAAATGTGTCGGTGCGCATCCCTAAAAGGCGTCTCACCGTGTTCACGGGTGTGTCGGGA 
TCTGGCAAGTCCTCGCTGGTGTTCGGCACAATTGCTGCGGAATCACGCCGGTTGATCAAC 
GAAACCTATAGCACTTTTGTGCAAGGTTTCATGCCGTCGATGGCAAGGCCCGATGTTGAC 
CATTTGGAAGGCATCACCACGGCGATCATCGTCGATCAGGAGCAGATGGGCGCAAACCCA 
CGGTCTACGGTGGGTACCGCAACTGATGCCACCGCGATGTTGCGCATTTTGTTTTCCCGA 
ATCGCGGAACCTAACGCGGGTGGCCCGGGAGCTTATTCCTTCAACGTCCCCTCTGTTTCC 
GCATCCGGCGCCATCACGGTGGAAAAGGGCGGAAACACCAAGCGGGAGAAAGCTACCTTC 
AAACGCACGGGTGGCATGTGCCCAGCGTGCGAGGGCATGGGCAGGGCCTCAGACATCGAC 
CTCAAAGAGCTTTTCGACGCCTCCCTCTCCCTCAACGACGGCGCCCTGACCATCCCCGGT 
TACACCCCAGGTGGATGGAGTTATCGGATGTATTCAGAATCGGGCCTTTTTGATGCTGCC 
AAGCCGATTAAGGATTTCACCGAGGAAGAACGCCACAACTTCCTTTATCTTGAGCCCACC 
AAGATGAAGATCGCTGGCATCAACATGACCTATGAGGGTCTTATCCCCCGCATTCAGAAA 
TCCATGTTGTCTAAGGATCGCGAAGGCATGCAGAAGCATATTCGTGCGTTCGTGGATCGA 
GCGGTTACCTTCATTCCTTGCCCTGCGTGTGGTGGAACTCGATTAGCGCCACATGCCTTG 
GAGTCCAAGATCAATGGCAAAAACATCGCTGAGTTGTGCGCGATGGAGGTCCGTGATTTG 
GCCAAGTGGATCAAAACGGTGGAAGCCCCCTCGGTTGCTCCCCTGCTCACCGCACTGACT 
GAAACCCTGGATAACTTCGTGGAGATCGGTTTGGGCTATATCCAACTCGATCGCCCCGCT 
GGCACGTTGTCTGGTGGTGAGGCACAGCGCACCAAGATGATCCGCCATTTGGGCTCTGCA 
TTGACTGACGTCACCTATGTTTTTGATGAACCCACCGCCGGTTTGCACGCCTACGACATT 
GAACGCATGAACAAGTTGCTGCTCGATCTTCGCGATAAAGGCAATACCGTTTTAGTCGTG 
GAGCACAAGCCGGAAACCATCGCCATTGCAGATCATGTGGTGGACCTTGGGCCAGGTGCA 
GGCGCGGGTGGAGGTGAAATTCGGTTTGAGGGGAGCGTCGACAAGCTTAAAGACAGCGAC 
ACCGTGACTGGCCTCCATTTTAATGACCGGGCGTCATTGAAGGAATCCGTGCGTGCGCCG 
CATGGCGCCCTGGAGATCCGCGGGGCCGATCGAAATAATTTGAACAATGTGGATGTCGAT 
ATTCCGCTCGGCGTGTTCACGGCGATTTCCGGCGTTGCAGGTTCGGGTAAGTCCTCGTTG 
ATT 



>RXA008 4 3-upstream 

GCCCTGATGCGAAACCGGCGCCAACAATGATGCCGACGAAGGCAAATGCCACTCTTAGGA 
T T T G AA T AAT CAT G G AAC AAAC C T TAG TAG G C T C AAC G T T 
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>RXA008 4 3 

ATGAAAGTCACGATTTTCCATAATCCGCGTTGTTCCACATCCAGAAATACCCTCGCTTAC 
CTCCGCGACAAGGACATTGAGCCTGAAATTGTTCAGTATCTCAAAGACACGCCCACCGCT 
TCCGAGCTCAAAGAACTATTCAATACGCTGGGAATTCCAGTCCACGACGGCATCAGAACC 
C G C GAAG C T GAG T AC AC AG AAC TGGGCCTGT C AC C AG AAAC AC C T G AAAC T GAG C T T AT C 
GACGCCATCGTTGCCCATCCCAGGCTCCTTCAGCGTCCGATCGTGGTGACGGCCAAAGGC 
GCGCGCATTGCGCGCCCCAAAATCGACGTCATTGACAGCATCTTG 

>RXA008 4 3-downstream 

T G AC AAC AT T T T G TAG AG C AAC C 



>RXA00 8 58 -upstream 

TTTTGTTTTTCAGATGCATGTTAGATGCGTTGAGGGACAAGGGTGGGGGAGACCTCCGGT 
TCTTAAATTGTCTAACCAAGAACCGGAGGTTCTTTTTGTC 

>RXA008 58 

ATGGAAGTAAACTTAGCCACATGGCTAATCACTATCGCAGTGATTGCTGGCTTCTTCATT 
TTCGATTTCTATTCCCACGTCCGCACCCCACACGAGCCCACTATCAAAGAATCCGCATGG 
TGGAGCCTCTTCTACGTAGCCCTCGCCTGTGTTTTCGGCGTGTTCCTCTGGTTTGCTTGG 
GGCGAGCCAGGTAACCCACACCAGCACGGCATTGAGTTCTTCACCGGTTACGTGACAGAG 
AAGGCGTTGAGTGTTGATAACCTCTTCATCTTCGCGCTGATCATGGGTTCTTTCAAGATT 
CCTCGCAAGTACCAGCAGAAGGTTCTGCTCATCGGTATCGCGCTGGCACTGGTCTTCCGC 
CTGGCATTCATCCTCGCAGGTGCTGCAGTTATCGAAGCCTGGTCCGATGTCTTCTACATC 
TTCTCCATCTGGCTGATCTACACCGCTGTGAAGGCTCCTGTGCACGAG 



>RXA008 8 6-upstream 

TAAGTATGTTGGTCGTGTGCTCGCTGGCGAATAGCTGCGGGTATAGTTGGCCATTTGTTT 
T GAT T AAT C T GT T T AG AAGC T AAAG G AAGT AT C AC CC ACC 

>RXA008 8 6 

GTGGCACGTGACTATTACGGCATTCTCGGCGTCGATCGCAATGCAACCGAATCAGAGATC 
AAAAAGGCATACCGAAAGCTTGCCCGCAAATACCACCCGGACGTAAACCCAGGTGAGGAA 
GCAGCGGAGAAATTCCGCGAGGCTTCTGTTGCGCATGAGGTACTCACTGATCCGGATAAG 
CGCCGCATTGTTGATATGGGCGGTGACCCAATGGAGCAAGGCGGCGGAGCTGGCGCTGGT 
GGCTTCGGTGGAGGCTTCGGCGGCAGCGGTGGACTGGGCGATATCTTCGATGCCTTCTTC 
GGCGGTGGCGCGGGCGGTTCCCGTGGACCACGTTCCCGCGTGCAGCCAGGCAGTGACACC 
TTGTGGCGCACCTCCATCACCTTGGAAGAGGCTTACAAGGGCGCTAAGAAAGATCTCACC 
CTTGACACCGCAGTGCTGTGTACCAAGTGTCATGGTTCTGGATCTGCATCCGACAAGAAG 
CCTGTTACCTGTGGCACCTGTAATGGCGCTGGTGAAATTCAGGAAGTGCAGCGCAGCTTC 
CTGGGCAACGTCATGACGTCCCGCCCATGCCACACCTGCGATGGCACCGGTGAGATCATC 
CCAGATCCTTGCACTGAGTGTGCAGCAGATGGTCGTGTGCGTGCTCGCCGCGACATCGTG 
GCCAACATCCCAGCTGGCATCCAGTCCGGCATGCGCATCCGCATGGCAGGCCAAGGTGAG 
GTTGGCGCTGGTGGCGGTCCTGCGGGTGACCTCTACATTGAAGTCATGGTGCGCCCGCAC 
GCCATCTTCACCCGCGATGGCGACGATCTGCACGCCAGCATCAAGGTTCCAATGTTCGAT 
GCAGCGCTTGGCACCGAATTGGACGTGGAATCCCTCACCGGCGAAGAGGTGAAAATTACC 
ATCCCTGCAGGTACTCAGCCCAACGATGTGATCACCTTGGATGGTGAAGGCATGCCGAAG 
CTGCGCGCAGAAGGCCACGGCAACCTCATGGCGCATGTCGATCTATTTGTGCCAACCGAT 
TTGGATGACCGCACCCGCGAATTGCTTGAAGAAATCCGCAACCATCGCAGCGACAACGCT 
TCCGTGCATCGCGAAGGCGGAGAAGAATCCGGTTTCTTTGACAAGCTCCGAAACAAGTTC 
CGCAAA 

>RXA008 8 6-downstream 
TAATGTCACTGCCAGTATTTATC 



>RXA00900-upstream 

GTGCGGTGGCTGCGCTGGTCGCTAGTGTGGTGTGCGCGCTGGCGCCGTCGATAAGCGTAT 
TAGTGATCGCACGCCTGGTGCAGGGGCTTGGCGGCGGTGC 
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>RXA00900 

GTGCGTGGTATTGCGCGCGCGATCGTGCCAGACCTTGAACGCGGACAAAAGGCTGCGCAC 
GCCTTTGCACTGCTGATGATTATTCAGGGAATTGCTCCCGTGGTAGCTCCGCTCATTGGT 
GGTGTGCTGGTCGGGCCTTTTGGCTGGCGGGGAATTTTCTGGGCACTTGCACTGGTGAAT 
TTTGCGCAGCTGCTTGTTGCTTTGCTGCAGATTAAGGAGTCGAAGCCAGTTGAAGAGCGT 
ACCGCAGCAGGACTTGGCGGAATGCTGTCCAACTATGTCTTTGTGCTGAAGAATCCTCAA 
TTTTTGGCATATGTATTCACATTGGGGCTGTCTTTTGGGGCGATGTTCTCCTACATTTCG 
GCGTCGCCGTTCGTGCTGCAGAATCAAATGGGCATTCCGGTACTGCTGTATTCCATTATT 
TTCGGAGTGAATGCTTTTGGTTTGATTGTGGGCGGAATGGTCAATAGGCGACTTCTGCAG 
CGGATTCATCCACACCGCATCATGCAAACTGTGCTGGCCAGTTTTACTGTGCTGTGTGCG 
CTTTTGCTGATTGAAGTGCTGTTTATTAATTGGATACCGCTGTTCCTGTTGCTGCTGTTT 
CTTATCGTTTCCCATATTCCGATGGTTATGGCTAACGCGACAGCTCTGGGAACTGAAGTG 
GTGCGAAGCAGGGCGGGATCGGGTTCTGCAATTTTGGGTTTCGTGCAATTCACGATGGGT 
GCTTTGGTGAGTTCACTGGTCGGATTAGGCTCTGATAAGGCTTTGACTATGGGAATCGCA 
ATGACTGCTTGTGCACTGCTGGCGTGTGGGTGTGCGTACCTGGCAGGTCGAAAAGGTATT 
CCAGAAATGAAG 

>RXA00 900-downstream 
TAGCTCTAGGTGGCGTTTTAAGG 



>RXA00 901-upstream 

ACCTGAATGAAAATTTCTAATTAAAAATACCCCCAAATCTTCGATATAGATACACGAGAC 
AG T GAT G C AG AAAAAAC AAC AG C T G AG C AC C G C C C T GAT T 

>RXA00 901 

ATGGGATTGGCATTATTGTCAGCCAGCTCCGCGCTAGCGACTGATATGTATTTGCCGGCA 
ATGCCTGGTATTGCGGAAGATTTGGGGACAACTGCACCGATGGTGCAGTTAACTCTTTCT 
TCCTTTATGGCTGGAATGGCGATTGGCCAATTGATCATTGGTCCTTTGTCGGATCAATTG 
GGAAGGAAAGGCCTGCTCGTTGCAGGTGCGGTGGCTGCGCTGGTCGCTAGTGTGGTGTGC 
GCGCTGGCGCCGTCGATAAGCGTATTAGTGATCGCACGCCTGGTGCAGGGGCTTGGCGGC 
GGTGCGTGCGTGGTATTGCGCGCGCGATCGTGCCAGACCTTGAACGCGGACAAAAGGCTG 
CGCACGCCTTTGCACTGC 

>RXA0 0901 -downstream 
TGATGATTATTCAGGGAATTGCT 



>RXA0 0981 -upstream 

AACCAATGGCTGGGTACTGATGTGGTGATCAGTGCCCAGTTTCTTCTTTCTACTAGTGTC 
GGATAGAAGTACCCCCAGTCCAGAATGAAGGTCACCACCA 

>RXA00981 

ATGTCAGAGAATTTGCCAGCGCCCGAGAATCTCCTGGACGCCGAGAGAATTCAGATGATC 
AAGAACTTCCGCAACGAATTAACGGGGTTCATGCTCAACTACCAATTTGGCATTGATGAG 
AT C C T G AC C AA G AT C AAC AT C C T G AAAAC T G AAT T C AG C C AG C T G C AC G AAT AC G C ACC T 
ATCGAGCACGTATCTTCACGATTGAAGACACCAGAAAGCATCGTCAAAAAGGTCATCCGA 
AAAGGAGACGAGCTCTCCCTCGCAGCTATCAAAGACACAGTGTTTGATATCGCAGGCATT 
CGAATCGTCTGCAGTTTCCTCAAAGATGCCTACGCAATCGCCGATATGCTGACCAACCAA 
AAAGACGTCACGGTCATCGAGGCCAAAGACTACATCGCTAACCCAAAGCCGAACGGCTAC 
AAGAGTTTGCACCTTATCCTCCAAGTGCCTGTCTTCCTGTCTAACTCCGTGGAAAAGGTC 
AATGTTGAAGTCCAGATCCGCACCATTGCCATGGACTTCTGGGCAAGCCTCGAGCACAAA 
ATCTACTACAAATTTGAACAAGAAGTTCCTCAGTCAATCCTTGATGAGCTCAGTGAAGAT 
G G AAAG AAT CC AC G G G G AAG T G AAG T C AC T 

>RXA0 0 981 -downstream 
TAAACCTCCAGTTGAAACCACTG 



>RXA00993-upstream 
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GCTGAGCTAGTGCTTTTGCGACACACCTCTTGCGAATGTTGATTAGGTTAGGCAAGCCAT 
ATTTACAGGGTGTTGTGAAAGCATAAGGGAGCAAGGAAAC 

>RXA00993 

ATGGGCAAGGGATTTACCGGCGCTATTTTGACCGTCATGGGCGTGAAATCGCATATCGCC 
ACCACCACGGGAAAAACCGTGATCAATGACCGCATGGTGACCATTCATTTTCATTCCGAG 
ACGCTGCTCAACACGGAAGGTGAAGTCCCCGGCGATTGGCTGCGTCTGTGGTTCCCGCAC 
GAGAGCCGACCTGGAAAGCTCTACCAACGCGCCTACACCTTGACCAACGTGGATGCCGAT 
GCCGGTACCTTTGACCTGGCTTTTGTGCTGCACGAGCCGCTGGGGCCCGCCTCGGCGTGG 
GCGACGCGCTGCGAGGCCGGGGAAAGCCTGGAAGTCATGCGCTACCCAGGAATTCCGTTC 
GCCATCCCAGATCCAGCGCCGCGTGGCTTCCTTTTCCTAGGCGATCTCACCTCTTACCCA 
GCGATCTGCTCGATTCTGGAGACCTTGGACGGTGAAATCCCTGCGACCGCGTATCTTATC 
GCCCACGATCCACTTGATTACACCTTCGATTTTCCCCAGGGCGAGCACATCACCGCGCAG 
TGGATTTCCAACGAACAATCCTTCATTGATCACATCGCTGACACGGATTACACCGATTTT 
TATACCTGGATCGGCGCGGAATCCTCCGAAACCCGT 



>RXAOO 9 95 -upstream 

GTCGGATCATCTGGAGGGGAACACCCACACGCCTTCTAGAAGATACAGGCAAAAGCTCAT 
ACGAAGATGCTTTCTTGGCTGCCATTGACGGGGTAAGGTC 

>RXA00995 

ATGAACCCTCACTATCTGCTTGCCACGGTCAAACGAGTCCTGCTGCAGCTGAAAGCCGAT 
AAACGTTCCATCGCGCTGATTCTTCTAGCACCCGTGGCGTTGATGTCGCTGTTTTATTAC 
ATGTATTCCTCCACACCGGCAGGCACCCAGCTGTTTAAGACCATTTCCACGGTCATGATC 
GCAGTGTTCCCCTTGATGCTCATGTTTTTGATGACGTCGGTGACGATGCAAAGAGAACGC 
AACGCTGGAACGCTCGAGCGCTTGTGGACCACGAACATTCACCGCGTTGATTTGATCGGT 
GGCTACGGGGTGGCCTTCGGCATCATGGCGGTGGCGCAATCTTTGCTCATGGTGCTCACC 
CTTCGGTATCTCCTGGGTGTGGAAACCGAATCGGAGTGGTGGATTTCTACGCTCATTGCT 
GCGATCACCGGTCTTATCGGAGTGTCTCTTGGCCTGTTGAGCTCTGCGTTTGCCAGCACT 
GAGTTCCAAGCTATCCAAACGCTGCCGTTGCTTATTTTGCCCCAGTTCCTATTGTGCGGT 
TTGCTGATCCCACGGGATGATCTGCCGGATGTGTTGCGCTGGGTTTCTAATGTGTTGCCG 
CTGTCCTATGCAGTTGATGCAGCGCTTGAGGCCTCACGGACGGGAATCGGACAGCAAGTA 
GTGGTCAACATTGCCATCTGCGCCGCGTTTGCCGTGAGCTTCCTGCTGGTGGCGGCGCTA 
T C GAT G C C G AG AAT G AC C C G C 

>RXA00 995-downstream 
TAGATTACTCTTCCAGCGAGGTG 



>RXA00 996-upstream 

ATCTTAAGCCTTTTGTCCAAGGCTCTGAGTTCTTAGTGGCGGTATTTACCAAGAAGTAAC 
ACCTCTATCTTGCACCTGATCTGGCGTAGACTCATAAGTT 

>RXA00 996 

ATGAGCACCGTAACGGCAGTGCAGGTCAACGGCCTAAAAGTTTCCATATCGTCCGGTTTT 
TCACGCAAGAAAACAAAAACGATCTTGCATGATCTCGATTTCACCGTAGAGACCGGAAAG 
ATCACGGGATTGCTGGGGCCATCGGGCAGCGGCAAGACAACTTTGATGCGCGCGATTGTG 
GGAGTGCAAAACTTCGACGGCACCCTTGAGGTGTTTGATCAGCCCGCAGGTGCTGCCTCT 
CTGCGCGGGAAAATCGGCTATGTCACCCAAAACGCCAGCGTATATCACGATCTGTCGGTG 
ATAGAAAACCTCAAGTATTTCGGGGCTCTGGCTAAAGGAACCTCCACTCCACGCACCCCG 
GAAAAGATTCTGGAGGTCTTAGACATCGCAGATCTTGCTCAACGCCAAGTATCAACACTA 
TCTGGTGGGCAGCGCGGCCGAGTCTCCCTTGGATGTGCGCTTATTGCCTCACCAGAACTC 
TTGGTGATGGATGAGCCAACCGTGGGTTTGGATCCCATTACCCGGCAAGCACTGTGGGAA 
GAGTTCACCACCATCGCAAAAGCAGGTGCTGGAGTGGTTATCTCCAGTCACGTGTTGGAG 
GAAGCCGCGCGGTGCGACAACCTCATTTTGTTGCGTGATGGTCGGATCATCTGGAGGGGA 
ACACCCACACGCCTTCTAGAAGATACAGGCAAAAGCTCATACGT^AGATGCTTTCTTGGCT 
GCCATTGACGGGGTAAGGTCA 

>RXA00 996-downstream 
TGAACCCTCACTATCTGCTTGCC 
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>RXA01010-upstream 

GTGCCAAAGCGTTTCCTGTAAAACGCATAACCCCGAATACCCCCTGTTTCCAGATCCAAA 
AAAAGATCTGGCAGGGGGTTTAGGCATAGATTAGGAACTT 

>RXA01010 

ATGAAGAAACTGCAAATGCCGGCCATTTTGGTCGGAGGCTTTGTGGGGCCGTTTACTGGC 
CAAGCTCTATCAGTGGTCTTGCCGGAATTTGCAGACACCTTTGATATCAGTGTCAGCCAG 
GCAGCGCTGACCATGACCGCATACTTGTTGCCCTTTGCCACCATGATGTTGTTTTCGGGG 
CGCATCACCAGAAAGATCCATCCGCATAAGGTGGTGCAGGCGGCTTATATTGTCACACTG 
CCACTTGCGCTGTTGCTCCTAGTTACACCATCGTGGGGGCTGTTTATGGCTGCGTATGCC 
ACGATTGGTATCGCTAATGCATTTACCACTCCGGTGCTGCAAATTATGTTGCGTGAGCTT 
GTTCCGCCGCGTTCTTTGGGTAAGGCATTGGGCACCTATGCTGCGATGCT^ATCACTCGGC 
ATGTTGTCGGCGCCACTGATCGCAGGTGTGTCTTCGGTGGTGTCGTGGAGGTTGACCTTC 
CTGGTCACTGCAGCAGCGTCACTGTTTATTTTGGTGGCGCGACTCCCCGTTGTTCCACCA 
CCATCAGCATTGAAGCAAAACGTTAGTGGCAAGGTGCAGTGGGGACCGACCATCATCCAC 
ATGGTTTCCGGCTTTGTGGTGGGCATCGGCATCATCGGCATTGGATTCATGACATCGCTG 
CACGTTGGCGAGCAATTCGGACTTAATACTGCAGCGCGTGGTTTGGTGGTCATGTGTGGT 
GGCCGGGCTGCGTTCTTTGCCTCCCGCAAGATAGGCGATTTGGCAGACAAA 



>RXA01051-upstream 

TGCGACCCAAGATACTCTCGGGCAAGCTCTTCGTTGTTCGTTAAAGATTTTGAGGAAACC 
TAACAGTGAACACACAGGCCATCCCCCTAGGGTTGGCCAT 

>RXA01051 

ATGTCAACCATTCACGCCTCCGGAATCCAGGCTCCACAAGTGCCACACGGTTCCCACCAT 
GCCCCGCCACAAAAGGACGAATCAGTGAAGAAGAGCTTCAATGCCTCTTCTTTACTGTTC 
GCGTTTTCCTTCGGCGTGTACCTGGTGCTGCTTGTGATGATGACACTTCTTAAAAGTCGC 
CTTTCTTTAGGCGGACTGTGGAACACAGAAGCACACCAATACAGATCCATCGACTTAGAG 
CTTTTCAACGGCTTTGCTGATCCACCAATTTGGTGGGGGCCTTGGACCAACACTTTTGGC 
AACATCGCACTGTTCATGCCATTTGGGTTTTTCCTGTACAAAATGCTCCGTAGATTCAAC 
CATCGATTCCCCTTCGTAGAAACCATCCTGTTTGCCAGCGTCACCAGCCTCAGTATCGAA 
GTTCTGCAATGGGTGTTTGCTATTGGATATTCAGATGTCGATGACCTGTTGTTTAATACG 
ATCGGCGGACTCATTGGAGCATCCGTAGCAGCGCTTGTCTCGCTTAAATCCTCCAAGGTA 
GTCAGCGGAATCATCATGGGCGGTTCACTATCTGTGATGGCGATGATGATGTATTCAAGT 
TTTATCGCC 

>RXA01051-downstream 
TAGAAGGTTTCAGCAGTTCCGCT 



>RXA0 1052 -upstream 

TATGGCCAACCCTAGGGGGATGGCCTGTGTGTTCACTGTTAGGTTTCCTCAAAATCTTTA 
ACGAACAACGAAGAGCTTGCCCGAGAGTATCTTGGGTCGC 

>RXA01052 

ATGGACACAAAATTAGGCGCTGAATTGGGTACTGAATTTGATCTCATTGTTGTTGGTTTC 
GGCAAAGCAGGCAAGACTATCGCGATGAAACGCTCGGCAGCGGGGGATAAGGTCGCACTG 
ATCGAGCAGAGTCCACAGATGTATGGCGGTACCTGCATCAATGTAGGTTGCATCCCCACG 
AAGAAGTTGTTGTTTGAGACTGCAACGGGCAAGGATTTCCCGGATGCGGTTGTGGCGCGT 
GATCAGTTGATTGGCAAGCTGAATGCCAAGAATCTTGCGATGGCCACAGACAAGGGTGTC 
ACCCGTCAT 

>RXA01052-downstream 
TGATGGAAAAGCTACGTTTACAG 



>RXA01053-upstream 

TTGCGATGGCCACAGACAAGGGTGTCACCCGTCATTGATGGAAAAGCTACGTTTACAGCT 
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AGCCACGAAATCACAAGTAACTTCAGGTAGTGACACTCTT 
>RXA01053 

GTGCTGTATGCGCCAACGATTGTGATCAACACGGGCTCCACGCCGGTCATCCCCAATGTC 
CCAGGCACCGACAATCCGCATGTTTTTGATTCCACTGGCATTCAGCACATTTCGCCCCTG 
CCGAAGCACCTCGCGATCATCGGCGGTGGCCCCATCGGTTTGGAATTTGCCACGCTTTTC 
AGTGGACAAGGCTCCAAAGTCACCATCATCGACCGTGGTGAATTGCCGCTGAAAAATTTC 
GACAGGGAAGTAGCGGAGCTGGCCAAAACCGACCTGGAGGCCCGCGGAATCACCTTCCTC 
AACAACGCTGAACTCACCGGATTCAGCGGTGACCTCACCATCGCGCTCAAAGACCACGAC 
CTCCTCGCCGACGCCGCACTTTTTGCATCGGCCGACGCCCGGCACCGACGGGCTCGGCCT 

>RXA01053-downstream 
TGAACAGGCGGGCATCAAAACAG 



>RXA01 054 -upstream 

GACCTCCTCGCCGACGCCGCACTTTTTGCATCGGCCGACGCCCGGCACCGACGGGCTCGG 
C C T T G AAC AG G C G G G CAT C AAAAC AG G C AC GC G T G GG G AG 

>RXA01054 

GTGCTTGTCGACGCCCACCTCCGGACCAACATCGACGGCATCTTCGCTGTAGGTGATGTC 
AATGGCGGCCCGCAGTTTACCTACGTGTCCTACGATGACCACCGCATTGTGCTGGATCAA 
CTAGCCGGAACAGGTAAGAAATCCATTGCACACCGACTGATCCCCACCACCACGTTCATC 
GAACCGCCGTTATCCACCATCGGTGACAACACTGAAGGGGAAAATGTGGTGGTGAAAAAG 
'GCCTTGATTGCAGATATGCCGATCGTTCCCCGACCAGAGATTATTAACCAACCTCACGGT 
ATGGTGAAGTTTTTCGTCGACAAGCAATCTGATGCGCTGCTCGGCGCGACCTTGTACTGC 
GCCGACTCCCAGGAGCTCATCAACACCGTGGCGCTTGCCATGCGGCATGGCGTCACCGCC 
TCCGAGCTTGGCGACGGCATCTACACCCACCCCGCCACCTCGGAGATCTTCAACCAATTA 
TTGGGCAGT 

>RXA0 1054 -downstream 

T AACGCAGCGG AT CG AACGGCTT 



>RXA01150 

CCAGCTGCCTCACTACCAGCGCTGGTTGCTGTGCGTTTTGTTCACGGTTTTTCTTATTCT 
CTTGCTTCCACCGCTGTGATGGCACTTGTGCAGTCCGTGATTCCTGCAAGCCGTAGGGCA 
GAGGGCACCGGCTACTTCGCGCTCGGATCCACACTGGCTACAGCTTTCGGCCCAGCAATT 
GCGCTGTTTGTTATCGATGACTTCAACTACAACACCCTGTTCTGGATTACCACTGCGACC 
AGTGTTTTCGGCCTGATCCTCACCGTTTTGATCCGCAAGCCGGAGTTCATTAAGAATGCG 
GAACACGGCAGAGTAAAGCCAGTCTGGTCTATCAAGACTGTTGTGCACCCATCGGTCATG 
CTCATTGGATTCTTCATGCTCGCTGTCGGACTGGCTTACGCAGGCGTGATCACCTTCCTC 
AACGGCTTCGCGCAAGACACTGGCCTCACCGCCGGAGCGGGTCTTTTCTTTATCGCTTAT 
GCGGTTGCGATGCTGGTCATGCGTTTCTTCCTTGGACGCATTCAGGACAAACATGGTGAC 
AACCCGGTTATTTACTTCGGTTTGATCAGCTTCGCCCTCGCGCTGGGGCTTATGGCTTTG 
GCGACTGAAGACTGGCACATTGTTCTCGCTGGCGCACTCACCGGTTTGGGCTATGGCACC 
ATCATGCCGGCCGCACAAGCCATTGCTGTCGATTCAGTTCCAAGCACTCAGGTTGGTTCC 
GGTATTTCTACGCTTTTCCTGTTCACCGACATCGGCATTGGCTTAGGCCCAATCCTGCTG 
GGTGGATTGGTTGCAGCGACCGGATACAACGTCATGTACGCAGCTTTGGCCGCAGTGATT 
GTTGTGGCGGGCGTGCTCTACCTGGTTGCTTTGGGTAGGAAAGCTAGCCAC 

>RXA01150-downstream 

T AAG T TAG AG C A T T T T AT T GAG C 



>RXA01180 

ATGACTCCTACCCTGGCGTCGATGATTGGTCTGGCTGTCGGTATCGACTACGCGCTATTT 
ATCGTGTCCCGTTTCCGCAATGAGTTGATTTCTCAGACTGGCGCTAATGATCTGGAGCCA 
AAGGAATTGGCTGAGCGTCTGCGCACCATGCCGTTGGCTGCTCGTGCGCATGCGATGGGA 
ATGGCTGTGGGCACTGCGGGTTCTGCGGTTGTATTCGCGGGTACCACGGTGCTGATCGCT 
CTGGTTGCTCTGTCGATCATTAATATTCCATTTCTAACCGTGATGGCCATTGCTGCCGCA 
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ATCACCGTTGCCATCGCAGTTCTGGTTGCTCTGTCCTTCCTCCCAGCTCTGCTTGGCCTG 
CTTGGCACTCGCATCTTCGCAGCACGCGTGCCTGGACCTAAGGTTCCGGATCCTGAGGAC 
GAGAAGCCAACGATGGGTCTGAAGTGGGTCCGCCTTGTGCGCAAGATGCCGGTGGCTTAC 
CTGCTGGTTGGCGTCGTTTTGCTTGGTGCAATCGCAATTCCTGCGACCAATATGCGCCTG 
GCCATGCCGACTGATGGCACCTCCACGCTGGGCACCGCGCCGCGCACGGGGTATGACATG 
ACGGCAGATGCGTTCGGCCCGGGCCGCAACGCGCCCATGATTGCGCTTATCGACGCAACC 
GACGTCCCTGAGGAAGAACGCCCATTGGTGTTTGGACAGGCGGTGGAGCAATTCTTGAAC 
AC T GAT G G T G T G AAG AAT G C T C AG A T C AC T C AG AC C AC G GAG 



>RXA01217-upstream 

GCGCTGCCTGCGAAGACTCGACCAAGACATTCGAGTCGGTCGCGGGCATTTTTTATTTTC 
GCGGCCGAGTGTCCACCTTCATCCATGAGGAGAAATCACT 

>RXA01217 

ATGGCAAAGTACCAAACCATTGAGGCTGCTGTCCGCTCTGAGTTCGGCAAGGGCTCTGCA 
CGTCGTGCACGCGTTGCTGGCCAGATCCCTGCTGTTGTTTACGGCGCAGATGTTGAGTCC 
AACCTGCACGTCACCATCGACCACCGCACCTTCGCTGCGCTGGTTCGCCAGGAAGGCGTA 
AACGCTGTTCTTGAGCTCGACATCGAGGGCCAGAAGCAGCTCACCATGATCAAGCACATC 
GACCAGAACGTGCTGACCTTCCACATCGACCACTTGGACCTGCTTGCCATTAAGCGCGGC 
GAAAAGGTTGAGGTTGACGTTCCAGTTATCGTCGAGGGCGAGCCAGCTCCAGGCACCATG 
TGGGTTCAGGATGCTGACACCATCAAGGTTGAGGCTGACGTTCTGTCCATCCCTGAAGAG 
TTCACCGTTTCCATCGAAGGCCTTGAGCTCGGCGCACAGATCACCGCAGCTGACATCAAG 
CTCGAGGGCGACACCACCCTGGTTGAGGATCCTGAGACCCTCATCGTCAACATCGTTCTC 
CCAGCTGTCGAGGAAGAAGACACCGAAGAGGACGAAGCAGCTGAAGAAGCAGCTACTGAG 

>RXA01217-downstream 
TAAGCTTTTTTAGATAGCTTTAT 

>RXA0 1314 -upstream 

GTGAATGGCACGACATGCCACAAGGCACGCAAGCTGATTTCCAAGCCTGCTGTCGCAAAG 
C AAT T AAAAAT AC TTTTCTTCT TAG AG G T G GAT T T T C AG A 

>RXA01314 

AT G AC AT C AC AG G T C AAG C C G G AC G AC G AAC G T C C G G T AAC AAC AAT T T C AAAAAG T G G T 
GCACCTTCGGCCCACACCTCAGCACCATATGGTGCAGCAGCAACTGAAGAAGCTGTCGAG 
GAAAAAACCAAAGGTCGCGTTGGATTTATCATCGCAGCCCTCATGTTGGCGATGCTTCTT 
AGCTCCTTGGGTCAGACCATTTTCGGTTCTGCCCTGCCAACGATTGTTGGTGAGCTTGGC 
GGCGTTAACCACATGACCTGGGTGATTACCGCCTTCCTCTTGGGCCAGACCATTTCATTG 
CCTATTTTCGGCAAGTTGGGTGACCAGTTTGGTCGCAAATACCTCTTCATGTTTGCCATC 
GCACTGTTCGTGGTGGGTTCCATCATCGGTGCTTTGGCTCAGAACATGACCACCTTGATT 
GTGGCTCGTGCACTGCAGGGTATCGCCGGTGGTGGCTTGATGATTCTTTCTCAGGCAATT 
ACCGCTGATGTCACCACCGCCCGTGAGCGTGCAAAGTACATGGGCATCATGGGTTCCGTT 
TTCGGACTGTCCTCCATCCTTGGCCCATTGCTTGGTGGCTGGTTCACTGACGGTCCAGGC 
TGGCGTTGGGGTCTGTGGTTGAACGTTCCAATCGGCATCATCGCACTGGTTGCTATCGCT 
GTGCTGCTGAAACTTCCAGCTCGTGAACGTGGCAAGGTCTCCGTTGACTGGTTGGGAAGC 
ATCTTCATGGCTATCGCCACC 



>RXA01319-upstream 

CCCTGACACCAATCTTCTTGGCGCTCACCCCGATCGCAGTAGTCGCCGCGATCCTCCTCT 
TTTTCATCCGTGAAGATCACCTCAAGGAAACGCACGAATA 

>RXA01319 

ATGACACACGAAACTTCCGTCCCCGGACCTGCCGACGCGCAGGTCGCAGGAGATACGAAG 
CTGCGCAAAGGCCGCGCGAAGAAGGAAAAAACTCCTTCATCAATGACGCCTGAACAACAA 
AAGAAAGTCTGGTGGGTCCTCAGCGCGCTGATGGTCGCCATGATGATGGCCTCCCTTGAC 
CAGATGATTTTCGGCACAGCCCTGCCAACAATCGTCGGTGAACTCGGCGGCGTTGACCAC 
ATGATGTGGGTCATCACCGCATACCTACTTGCCGAAACCATCATGCTGCCGATCTACGGA 
AAGCTCGGCGACCTGGTTGGACGTAAAGGTCTCTTCATCGGAGCCCTCGGCATCTTCCTG 
ATCGGCTCCGTCATCGGCGGGCTTGCAGGAAATATGACCTGGTTGATCGTCGGCCGTGCC 
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GTACAGGGCATCGGTGGCGGTGGACTGATGATCCTCTCGCAGGCAATCATCGCGGACGTT 
GTTCCAGCACGTGAACGTGGCCGCTACATGGGTGTCATGGGTGGAGTCTTCGGACTCTCT 
GCAGTTCTTGGCCCACTACTCGGTGGCTGGTTCACCGAAGGACCAGGCTGGCGCTGGGCA 
TTCTGGATGAACATCCCACTGGGAATCATCGCCATCGGTGTCGCCATTTACTTCCTGGAC 
ATTCCAAAGAAGAGCGTCAAGTTCCGCTGGGATTACCTGGGCACTTTCTTCATGATCGTT 
GCCGCAACCAGCCTGATCCTGTTCACCACCTGGGGTGGATCCCAGTACGAGTGGTCTGAT 
CCAATCATCATTGGACTGATCATCACCACCATCGTTGCCGCTGCACTGCTGGTTGTTGTG 
GAACTGCGCGCAAAAGATCCATTGGTTCCAATGTCCTTCTTCCAAAACCGCAACTTCACG 
CTCACCACCATTGCAGGCCTGATCCTGGGTATCGCAATGTTCGGCATCATCGGCTACCTT 
CCGACCTACCTCCAGATGGTCCACGGAATCAACGCCACCGAAGCCGGCTACATGCTGATC 
CCAATGATGGTCGGCATGATGGGTACCTCCATCTGGACTGGTATCCGCATCTCCAACACA 
GGAAAGTACAAACTCTTCCCACCAATCGGCATGGTGGTTACCTTCGTGGCACTGATCTTC 
TTTGCCCGAATGGAAGTGTCCACCACCCTGTGGCAGATCGGAATCTACCTCTTC 



>RXA01320 

GTTGACCCACTGGTCCCCATGGGCCTTTTCTCGAACCGCAACTTCGTGCTCACCGCCGTC 
GCCGGTATCGGCGTAGGCCTGTTTATGATGGGCACCATCGCGTACATGCCTACCTACCTG 
CAGATGGTTCATGGTCTGAACCCAACGCAAGCTGGTCTGATGCTGATCCCAATGATGATC 
GGCCTGATTGGTACATCCACTGTGGTGGGCAACATCGTGTCCAAGACTGGCAAGTACAAG 
TGGTACCCATTCATCGGCATGCTCATCATGGTCCTTGCCCTAGTACTGCTATCGACGCTG 
ACACCTTCGGCAAGCTTGGCTCTCATTGGACTGTACTTCTTCGTCTTCGGATTCGGCCTG 
GGCTGTGCAATGCAGATTTTGGTTCTCATCGTGCAGAACTCCTTCCCAATCACCATGGTT 
GGCACCGCGACCGGTTCCAACAACTTCTTCCGCCAAATCGGTGGAGCAGTAGGTTCCGCA 
CTGATCGGTGGCCTGTTTATCTCCAACCTGTCCGACCGATTCACCGAAAACGTCCCCGCA 
GCAGTGGCTTCCATGGGTGAAGAAGGCGCACAATACGCCTCAGCAATGTCCGATTTCTCC 
GGTGCATCCAACCTCACTCCACACCTTGTTGAATCACTTCCACAAGCACTCCGTGAAGCA 
ATTCAACTTTCTTACAACGACGCCCTGACACCAATCTTCTTGGCGCTCACCCCGATCGCA 
GTAGTCGCCGCGATCCTCCTCTTTTTCATCCGTGAAGATCACCTCAAGGAAACGCACGAA 

>RXA01320-downstream 
TAAT G AC AC AC GAAAC T T C C G T C 



>RXA0134 5-upstream 

CATAACCTCATTGAACATGCAAAACTAATGCTTTTGGGGGGTATGCATAAATTCGTTTCG 
TTCCACTGCACAGCCCGAAAATGCTGCTAGGGTCAAGTTC 

>RXA01345 

ATGCGTTTTGGACTTGACTTGGGAACTACCCGCACAATCGCGGCCGCCGTGGACCGCGGA 
AAC TAT C C CAT C G T C AC T G T G G AAG A T T C T T TAG G C G AC AC C C AC GAT T T CAT T C C AT C T 
GTGGTGGCCCTCAAGGCAGATAGGATTGTCGCGGGTTGGGATGCTATTGAGGTTGGGCAG 
GACCACCCTTCCTTCGTACGTTCTTTCAAACGCCTACTCTCTGAACCCAATGTCACGGAA 
GCCACCCCGGTCTACTTGGGCGATCATGTACACCCTTTGGGCGCCGTCCTGGAGGCTTTT 
GCGGAAAACGTGGTCACTGCGCTGCGTGCATTTCAGACGCAATTGGGAGATACCTCCCCG 
ATCGAAGTAGTCATTGGTGTGCCCGCCAACTCCCACAGCGCCCAGCGACTGCTCACCATG 
TCCGCCTTCAGCGCCACAGGCATCACCGTTGTCGGTTTGGTCAATGAGCCCAGCGCCGCA 
GCTTTCGAGTACACCCACCGCCACGCCCGCACCTTAAACTCCAAGCGCCAAGCCATCGTG 
GTTTATGATTTGGGAGGCGGAACATTCGACTCCTCGCTCATCCGCATCGACGGCACCCAC 
CACGAGGTTGTGTCCTCCATTGGCATTTCACGCCTTGGTGGCGATGATTTCGATGAAATC 
CTCCTCCAATGCGCGCTCAAGGCCGCAGGCAGACAGCACGATGCGTTTGGCAAGCGTGCT 
AAAAACACGCTTCTCGACGAATCCCGCAACGCGAAGGAAGCTCTTGTTCCGCAATCCCGT 
CGCTTGGTTCTAGAAATTGGCGACGACGACATCACCGTTCCAGTGAACAAGTTCTACGAG 
GCTGCCACTCCCCTGGTGGAAAAATCCTTGTCCATCATGGAACCCCTCATCGGCGTCGAT 
GATCTTAAAGATTCCGACATCGCAGGCATCTACCTTGTTGGTGGAGGATCCTCGCTCCCA 
CTCGTTTCCAGGTTGCTCCGCGAGCGTTTCGGCCGCCGTGTCCACCGCTCCCCATTCCCC 
TCAGGTTCCACTGCGGTGGGTCTGGCCATCGCGGCTGACCCTTCCTCTGGTTTCCACCTA 
AGGGACCGCGTTGCGCGAGGCATCGGTGTGTTCCGTGAGCACGATTCTGGTCGTGCCGTG 
AGCTTTGACCCGCTGATCGCCCCGGAC 
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>RXA0 14 07 -upstream 

ATCCGGGGAACGGATCCCAAAGATCTCCTTGATGCCATCGCGTTTTTAACCTGGCCAGCT 
CTGGTTGCCCCAGTGATCGCCCCACTTCTGGGAGGTCTTC 

>RXA014 07 

TTGCAAGATACCATTGGTTGCCGATGGATCTTCCTCCTCAACGTGCCCTTAGGAATCATC 
GCGATCATGGCTGGACTATTCATCCAGCCCAAGAACACGGCCGTGAATGTGAAGCGATTT 
GATCGGCCAGGTTTCCTCGGCGCAATGCTGGTGATGGTGGCGCAAGCCGTGATTGCGGAG 
TTAATTTGCAGCAGAAGTCCGGCCGCACTTACTATCTGTGCATGCCTCGTCTTAAGTGCT 
GCGGTGGTATGCGGTTTTGTAGTGCGCTGGCTGCGAGTTCCAGGCCGACTTTTTGATCTC 
AGCATCATGCGCATCCCAGGTTTCCGAGTGGGTAATTCCTCCGG/^AGTATCTACCGCTTG 
GT7VA.TCACCGCAGCACCATTCATGTTCACTTTGCTCTTCCAAGTGGCGTTTGGGTGGTCT 
GCT^ACATTAGCGGGTGCCATGGTGGTCGCACTATTCGCAGGCAACGTGGCAATCAAACCT 
TTCACCACGCCGATCATTAAACGCTGGAATTTC7\AACCAGTACTGGTCTTTTCTAACGCT 
GCTGGCGCCTTGGTATTGGCAACTTTTTTGTTCGTTCGTGCAGATACCCCACTGGTTCTC 
ATCGTGCTGCTGCTCTTTGTTTCGGGCGCATTAAGGTCCCTCGGTTTCAGCGCCTACAAC 
ACCTTGCAGTTTGTCGATATCTCACCAGAACAAACCAGCAACGCCAACGTGTTATCAGCA 
ACCCTGCACCAACTAGGCATGTCTTTGGGTATTGCGGTAGCAGTCATCGCCATGTCCCTT 
GCACCCACCGCCAACTGGGCATTCCCACTGGCAGCAGCGTTGTTCCTCATTCCTCTAATC 
GGCGCACTATCTTTGCCTCGCGACGGCGGTGCCCGAGCCTTTTCCTCCTCT 

>RXA014 07-downstream 
TAGAAACCCACTTCTGAAAGGTA 



>RXA0 14 08 -upstream 

CGCATAGAGTTATCTCGAAACTACCAAGACGGTTTCTTTTCTTTAGATCTAAGGAGGAGA 
GACCGTCTTTCACCCTTTCATCTGATTGGACATCGACGCC 

>RXA014 08 

ATGCGCAATGATCGGTCCTTTAGCGTTCCCATTGCGCTACTTGCCGCGGGAGCACTGTTT 
CTAGAAATCCTCGACGGCACCATCCTGACAACCGCAGTGCCAGCTATTGCTCGTGACTTC 
GGTATTGACGCCGTGGATGTCAGCATTGCACTGGTTGCTTACTTGGCAGCCGCAGCAGCT 
GGCATTCCGCTGCAGGGTGGC 

>RXA0 14 08 -downstream 
TAGCGGATCGATTTGGTGTGCGC 



>RXA0 152 4 -upstream 

TTGTGGCACTCTTTAGTAGTTTTTTCTCATAGCTCAGTTTCGCAACTTTAGAGAACTCTA 
GAAACTGAGCTTCATGCTGTGAAAGGCCTTTTCTCCATTC 

>RXA01524 

ATGGATTCCCAAATTAATACTCAGACCTCTCCGGCAGCTGCGAAGCTGCCTAGGGAGGTC 
GTTGTTGTTCTTTCGATCCTCGTGGTTTCCGCGATGATCATGATTCTTAATGAAACCATT 
CTGTCGGTTGCGTTGCCTTCCATCATGGAAGATTTCTCCGTGCCTGAAACTACTGCACAG 
TGGTTGACCACTGGCTTTATGTTGACGATGGCAGTGGTGATTCCAACTACTGGTTATCTG 
CTTGATCGTTTTTCCACTAAGACGATCTTTGTTACTGCGTTGTTGTTCTTTACGGTTGGT 
ACGTTGACTGCGGCGTTGGCTCCAACGTTTGCGGTGCTGCTTGGTGCTCGTATCGTTCAG 
GCGGTTGGTACTGCGCTGGTGATGCCTTTGCTGATGACGGTTACGTTGACGGTGGTTCCT 
GCGGAGCGTCGTGGTTCGATGATGGGCATTATTTCCATCGTGATTTCTGTTGCGCCGGCG 
CTTGGTCCTACGTTGTCTGGTGTCATTCTTAACTCTTTGACCTGGCACTGGTTGTTTTGG 
ATGATGCTTCCGATCGTTGTTATCGCTTTGGTAATTGGTTTCTTCTTGATCAAAAATATC 
GGCGAAACCAAGATCACCCCACTGGATGTTCTGTCTGTCATCCTTTCGGTGTTTGCCTTC 
GGTGGTTTGGTGTACGGCTTCAGTTCCTTCGGAGCAATCCTGGAGGGCGAAGGCACCGTA 
GGTATCTTCGCGATCGTCGTTGGCGCCATCGCACTCCTCATCTTTGCTTTGCGACAGCAC 
CAACTCGGCAAGCAAGACAAAGCACTGATGGATCTCCGAGCCTTCAAGGTGAGGAACTTC 
AGCTTCTCCTTGACCACCATCCTTTTGGCGTTCGGCGCGATGCTCGGAACCGTCATGGTT 
TTGCCAATCTACCTGCAGACTTCCCTCGGAGTTACTGCTTTGGTGACCGGTTTGGTTGTT 
ATGCCCGGCGGCCTCCTCCAGGGTCTGATCAGCCCATTCATCGGACGTTTCTACGACAAG 
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GTCGGTCCACGTCCGCTGCTGATTCCCGGAGCAATTGCGCTGGCTATCGCGGCATCCTCG 
ATGACTTTTCTCAATGAGAATTCACCCGTGTGGATGGTCGTGGTCATGCACGTTGTGTTC 
AGCATCGGCATGTGTTTGATGATGACCCCTCTCATGACCACCGCTCTCGGCGCCCTTCCG 
AAGCACCTCTATGGTCACGGCTCCGCAATTTTGAACACGTTCCAACAGCTCGCAGGCGCA 
GCCGGAACAGCGATCATGATTGCAGCACTTTCCTTCGGCACTTCCATTGCAGCGTCTTCG 
GGATCTGCGCATGCTGAAGCTGTTGCCGCTGGTACCAAGGTTGCGTTCATCGCAGGCGCA 
ATCATCGCGGTGATCGCTTTGGTTGTTTCCCTCTTCGTCACTCGCGTCGAGGAAGAAGCT 
CAC 

>RXA0 152 4 -downstream 
TAAATACCAAAAAATGGGGCAGA 



>RXA0 157 8 -upstream 

TGACCTCCCCTCAACCACTCACTGAAAAGAGAACACTGATGTCACTTCCTGTTCAGCCGA 
GTAAAACCTCGGCCGCCACAGTCATACCATTG 

>RXA0157 8 

ATGATCGCCCTGCTGGTCGCGGTATTCGCCTTCCAGCTCAACGCCTCCATGCTGGCGCCG 
GC ACT GGC CACC AT GG AAACT G AACTTAATGCAACAGCTGCCCAAATCGGCATG AC GC AG 
ACTGCTTTCTTCACCGCGGCGGCGCTGTTTTCCCTGTTCCTGCCACGTTGGGGCGATCTG 
ATTGGTCGCCGCAAAGTGCTGGTCGGCATGATGATTGTCACCGGTATTGGATGTGTTGTC 
GCTGCCTTTGCTCCGAATGTGACCATCCTCTTCCTGGGCCGCCTGATTCAAGGTGTTGCT 
GGCCCAACCGTGCCACTGTGTCTGATCATTCTGCGCCAGCAGGTAACCAATGAAAAGCAA 
TATGCGCTACTTCTCGGAATTGTTACCTCTGTCAACGGTGGTATCGGCGGCGTGGACGCG 
CTTGCTGGTGGCTGGTTGGCTGAAACACTTGGTTTCCGTTCCATCTTCTGGGTCATGGCT 
GCTTTCTGCGCTGTCGCTGCCCTCGCACTGCCTTTCAGCGTGAAGGAATCCACCGCTGAA 
GAAACCCCGAAGATGGACTGGCTTGGTGTGCTGCCACTGGCGGTGTCCATTGGATCTTTG 
CTCATGGCTTTCAACGAGGCCGGCAAACTCGGTGCCGCGAACTGGATTCTGGTGGTTGTG 
CTGTTCATCATCGGTATCGCCGGAGTCATCTTCTTCTACAACATTGAAAAGCGCGTTAAG 
CACCCGCTGGTCAGTGTTGAATACCTCGGTCAACGACGCACCTGGGCATTGCTGCTGAGC 
ACCCTTCTCACAATGACCGGTGTATTCGCCGTAATGAATGGTCTGCTGCCCAACCTTGCG 
CAGGATGCTGCCAACGGTGCCGGCATGTCAGCGAGCGTGGTGTCCTGGTGGACACTTACC 
CCATATGCGCTGGCTGGCTTGGTATTCGGTCCAATCGCCGGAATTCTCGCCGGAAAATTT 
GGATACAAGATCGTCCTGCAAATTGGTATCGCTGCCACCATCATCGGCGTTGCCGGAGCC 
ACCTTCTTAGTCGGAAGCACCTCGCATCTCGCGTACCTCGGCATCTCCATCTTCGTGGGT 
ATTACCTATGCAGGTATTGCCAACATCATGCTCAACGGCCTGGGCATCGTGCTCTCCCCT 
GCTAACAACCAAGGCTATCTGCCTGGCATGAACGCAGGTGCCTTCAACCTAGGTGCAGGT 
ATTTCCTTCGCCATCCTCTTCGCAGTTTCCACGGCATTCAGTGACAACGGCGGAGGATAC 
GCCGCAGGCATGTGGGCTGGCGTGATCATCTTGGTCCTAGCCTTCCTCTGCTCCCTGCTG 
A T C C CAC G C C C AG AAT C AAT CAC C GAT AC AG T G G C AG C C AAAG T C C AG G C T G AAG AAG C C 
GCTCAAGCCGCCAGC 

>RXA0 157 8 -downstream 

T AAAT C C AC AAAC T G AAC T AAG G 



>RXA01616-upstream 

CCTACGATTTCCGACGTCTTAAATCGCCACACAGCGCCGTGGTCTAAAACACCAACAAAA 
GAGTTGTAACTGTACCGACCATTCGTTACAGTTACGATCC 

>RXA01616 

ATGACTTCAGAAACCTTACAGGCGCAAGCGCCTACGAAAACCCAACGTTGGGCTTTCCTC 
GCCGTTATCAGCGGTGGTCTCTTTCTGATCGGTGTAGACAACTCGATTCTCTACACCGCA 
CTCCCTCTGCTGCGTGAACAGCTCGCAGCCTCCGAAACCCAAGCGTTGTGGATCATCAAC 
GCATATCCCCTGCTCATGGCGGGCCTTCGTTTGGGTGCCGGCACTTTGGGTGACAAAAAC 
GGCCACCGCCGGATGTTCCTCATGGGCTTGAGCATTTTCGGAATCGCTTCACTTGGTGCT 
GCGTTTGCTCCAACTGCGTGGGCTCTTGTTGCTGCGAGAGCTTTCCTTGGCATCGGTGCG 
GCAACGATGATGCCTGCAACCTTGGCTCTGATCCGCATTACGTTTGAGGATGAGCGTGAG 
CGCAACACTGCAATTGGTATTTGGGGTTCCGTGGCAATTCTTGGCGCTGCGGCAGGCCCG 
ATCATTGGTGGTGCGCTGTTGGAATTCTTCTGGTGGGGTTCGGTTTTCCTCATTAACGTT 
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CCGGTGGCTGTTATCGCGTTGATCGCTACGCTTTTTGTGGCGCCGGCCAATATCGCGAAT 
CCGTCTAAGCATTGGGATTTCTTGTCGTCGTTCTATGCGCTGCTCACACTTGCTGGGTTG 
ATCATCACGATCAAGGAATCTGTGAATACTGCACGCCATATGCCTCTTCTTTTGGGTGCA 
GTCATCATGTTGATCATTGGTGCGGTGTTGTTTAGCAGTCGTCAGAAGAAGATCGAGGAG 
CCACTTCTAGATCTGTCGTTGTTCCGTAATCGCCTTTTCTTAGGCGGTGTGGTTGCTGCG 
GGCATGGCGATGTTTACTGTGTCCGGTTTGGAAATGACTACCTCGCAGCGTTTCCAGTTG 
TCTGTGGGTTTCACTCCACTTGAGGCTGGTTTGCTCATGATCCCAGCTGCATTGGGTAGC 
TTCCCGATGTCTATTATCGGTGGTGCAAACCTGCATCGTTGGGGCTTCAAACCGCTGATC 
AGTGGTGGTTTTGCTGCCACTGCCGTTGGCATCGCCCTGTGTATTTGGGGCGCGACTCAT 
ACTGATGGTTTGCCGTTTTTCATCGCGGGTCTATTCTTCATGGGCGCGGGTGCTGGTTCG 
GTAATGTCTGTGTCTTCCACTGCGATTATCGGTTCCGCGCCGGTGCGTAAGGCTGGCATG 
GCGTCGTCGATCGAAGAGGTCTCTTATGAGTTCGGCACGCTGTTGTCTGTCGCGATTTTG 
GGTAGCTTGTTCCCATTCTTCTACTCGCTGCATGCCCCGGCAGAGGTTGCGGATAACTTC 
TCGGCGGGTGTTCACCACGCGATTGATGGCGATGCGGCGCGTGCATCTTTGGACACCGCA 
TACATTAACGTGTTGATCATTGCCCTAGTATGCGCAGTAGCGGCTGCTCTGATCAGCAGT 
TACCTTTTCCGCGGAAATCCGAAGGGAGCCAATAATGCGCAC 

>RXA01616-downstream 
TAGTAAAAAAGAGATGATTCTGC 



>RXA01666-upstream 

CGACGCGCCCCTCCACCTTTTCAGTAGCGTCACGGGCGCCAATCCTGTATTTTTAGCAGC 
AGTTTGAGGGTTTTTGCTCCCCATCTTTAGGAGACACCCC 

>RXA01666 

GTGTCCACGTTTCATAAAGTTTTGATCAACACCATGATCTCCAACGTCACCACTGGATTT 
CTGTTCTTTGCCGTGGTGTTTTGGATGTATCTTTCCACTGGCAACGTCGCACTGACCGGC 
ATCGTCAGTGGAATTTACATGGGTTTGATCGCCGTTTGTTCCATCTTTTTCGGAACCGTT 
GTTGATCACAATCGCAAGAAGTCCGTCATGCTGTTTTCCAGCGTCACCACACTCGTGTTT 
TATTGTCTCAGTGCCCTGGTGTGGGTGTTTTGGCTGGAGGAAGACGGCCTGAGCATCGGA 
AATACCGCCCTGTGGGTGTTCGTTTCTTTCATCCTCATCGGATCAATCGTGGAACACATG 
CGCT^ACATCGCACTGTCCACCGTGGTCACGCTGTTGGTTCCTGAAGCTGAACGCGACAAA 
GCAAACGGCCTGGTAGGAGCCGTGCAAGGTGTTGGATTTTTAGTCACCAGCGTCATTGCT 
GGTTCCGCCATCGGGTTCTTGGGCATGGAAATCACCCTGTGGATCTGCCTTGGGCTCTCA 
CTTGTCGCGCTGCTGCACCTGCTGCCGATTCGCGTCGACGAACCGGAAATCATCACCCAA 
GAAGACGCACAGCCTACTGTTTCTGACGATTCAGTTCCCACACCTACCTCCGATTTGGCG 
ATCGTGTCCAAAGGCATCGACCTAAAAGGATCAATGAAAATCATCCTGAGTGTTCCGGGA 
CTGCTCGCGCTTGTGTTGTTTGCGTCCTTCAACAACCTCATCGGCGGCGTGTACTCCGCA 
CTCATGGACCCTTACGGCCTGGAACTTTTCAGCCCACAGCTGTGGGGGCTACTGCTTGGA 
CTCACCAGCCTCGGCTTCATCGTTGGTGGTGCTGTGATCTCCAAAACTGGCTTGGGCAAA 
AACCCTGTGCGCACCTTGCTGCTGGTTAATGTTGGTGTGGCTTTTGTTGGCATGTTATTT 
GCCATTCGCGAATGGTGGTGGCTCTACATCCTGGGCATTTTCATCTTCATGGCTATCACC 
CCAGCTGCCGAAGCCGCAGAACAAACCATCCTTCAACGAGTCGTCCCATTCCGCCAACAA 
GGCCGCGTATTTGGACTAGCCATGGCAGTGGAAATGGCAGCCAACCCGCTCTCCACAGTG 
ATCGTGGCGATTTTGGCCGAAGCCTACCTCATTCCATGGATGGCTGGCCCCGGCGCGGAC 
ACCATCTGGGGCGTGATCCTCGGCGAGGGTAAAGCTCGCGGCATGGCACTGATGTTCCTC 
GCATCAGGTGCCATCATGTTGGTTGTCGTGCTGTTGGCATTCATGTCGAGGTCCTACCGG 
AAACTCAGCCAGTACTACGCCACCACCAGCCAAGACATTGCGGGAGCTGCTGAGAAG 

>RXA01666-downstream 
TAAGTGCTCTAGACCGTTGTTTG 



>RXA01 67 4 -upstream 

CGGCGTCGATTCCAGAAGGTTTGTAGACATGCTTCAAGGTTGCGCTAATTGAAAAGAACG 
CGGTAGACGGTACTTTCATATCCACCCATATAATGTTGAT 

>RXA0167 4 

ATGGATAATGGGTGGCCGAACCTGCAAACTCTCGCACTCTTTGTGGCGATTGTGGAAGAG 
GGGAGCCTCGGTGCCGGTGCTCGAAAAGTCGGAATGGCCCAACCTAATGCCAGTCGGGCT 
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ATCGCAGAGCTTGAGGCAGACATGAAAGCCGAATTGTTGGTACGTCATCCTCGAGGATCA 
CATCCAACAGCTGCTGGACTTGCGCTTGTTGAGCATTCGCGCGATCTGCTTCAATCTGTA 
CAAGAATTTACTGAATGGGTGACAGAGGGACGAACTGAGCAGCCGCTGAAATTGCATGTT 
GGGGCCAGTATGACCATTGCCGAGGCTCTACTTCCAGCTTGGGTTGCGGACATGCGCACG 
CGTTTTCCTGCCTGCCGTGTCGACGTCTCTGTGATGAATTCTTCTCAAGTAATTGAAGCC 
GTCCAGAAAGGGCACTTGCAACTAGGTTTTATTGAAACACCGCATGTTCCCGTACGGCTT 
CATGCTCGTGTGGTGCAAGAGGACAAGCTGATTGTGGTGATTTCTCCTAATCATGAGTGG 
GCTAATCGCACGGGTAGGATCAGTCTTCGGGAGTTGTCGGAAACTCCGCTGATAGTGAGG 
GAAGTCGGCTCAGGTACCCGAGAAGCATTACAAGAATTACTTGCGGATTATGACATGGCT 
GAGCCGATTCAAGTGTTAAACAGCAATGCTGCGGTACGTGTTGTTGTTGAAGCAGGGGCA 
GGTCCTGCAGTACTTGGTGAATTAGCCTTGCGTGATCATCTTGCGCTCGGCAGGCTGTTG 
AGTGTGCCATTTGAAGGCAGTGGAGTTACTCGTCCTCTTACAGCTGTGTGGAGTGGACCC 
CGCAGATTGCCGATTCTAGCGGGAGAATTAGTGTCCATCGCATCGAACCACATC 

>RXA01 67 4 -downstream 
TGATTTTGAGCCCTGGCTAACGG 



>RXA0187 3-upstream 

CCGTCGTTGCCCATGGTCACAGCCTACATGCACAAAGTGAATCAAAAACAGCTATTTCTA 
ACATTTTACTAATATTTGCTGTTGGCGCATGATGAACTCC 

>RXA01873 

ATGAGCCAAGCAATAGATAGCAAGGTCGAGGCACACGAAGGCCACGAAGGCCACGAAGGC 
ATCGAGCGAGGAACACGCAATTACAAGCGCGCTGTGTTTGCGATGCTGGCCGCCGGTCTT 
GCTGCTTTCAATGGTCTTTATTGCACGCAGGCATTGCTTCCCACCATGACGGAAGAGTTG 
GGAATTACGCCCACTGAGTCCGCGCTGACGGTGTCGGCTACGACTGGAATGTTGGCGCTG 
TGTATTGTTCCGGCGTCGATACTTTCGGAGAAATTTGGTCGCGGTCGGGTGCTGACAATT 
TCACTCACGTTGGCCATCATCGTGGGATTAATTTTGCCGCTTGTCCCCAATATTACTGCT 
CTCATCCTGCTCAGAGGTCTCCAAGGTGCGCTGCTTGCTGGCACTCCAGCGGTGGCGATG 
ACCTGGTTGTCTGAGGAAATTCACCCCAAGGATATTGGGCATGCGATGGGAATTTACATC 
GCGGGAAATACTGTCGGCGGGCTCACTGGACGTATGATTCCGGCGGGACTACTTGAAGTA 
ACTCATTGGCAAAACGCACTGCTGGGAAGTTCTATCGCTGCGCTGATCTTCGGCGTAATC 
ATGGTGGTGTTGCTTCCCAAGCAGCGGAAATTCCAGCCGAAGAATATCAATCTGCGCCAT 
GAGATTTCGGCGATGGCTGCTCATTGGCGGAATCCTCGTTTGGCGTTGCTTTTTGGTACT 
GCGTTTTTGGGCATGGGTACTTTTGTGTCGCTGTACAACTATTTGGGTTTCCGCATGATT 
GATCAGTTTGGGCTGAGTGAAGTGCTGGTTGGTGCGGTGTTCATCATGTATCTGGCCGGG 
ACCTGGAGTTCCACCCAGGCGGGTGCGTTGAGGGAGAAGATCGGCAATGGGTCAACGGTT 
ATTTTCTTGAGTCTGACGATGATCGCGTCGATGGCACTGATGGGGATTAATAATTTGTGG 
GTCACGTTGGTTGCCCTGTTTGTGTTTACCGCGGCATTTTTCGCACTGCATTCCAGTGCT 
TCGGGATGGATCGGAATCATCGCAACGAAGGATCGCGCGGAAGCCTCCAGCATGTATTTG 
TTCTGTGAATAC 

>RXA0187 3-downstream 
TAGGATCCTCGGTGATTGGTTGG 



>RXA01917-upstream 

TCTGTGAAGGTAGATGGTTTGACGAGGAGTTCCAACGACTCGGACGCTGGTGAATCATGC 
TGGCGAACGTAGCATCACCTGATTAGGAAAAGGTACAAAT 

>RXA01917 

ATGGCACAGGGTACTGTGAAATGGTTCAACGGCGAAAAGGGATTTGGTTTCATCGCTCCC 
AACGATGGCTCCGCAGATCTCTTCGTCCACTACTCTGAGATTCAGGGCTCCGGTTTCCGT 
AATCTTGAGGAAAACCAGCCAGTTGAATTTGAGGTCGGCGAGGGCGCCAAGGGCCCACAG 
GCTCAGCAGGTTCGTGCTCTC 

>RXA01 917 -downstream 
TAAGCTCTAACTGCTAGCTAAAA 
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>RXA01922 

CTGCTGTTTACTGCAGGATGGGCAGCCAATCATTTCGCGTCAGTGTTGGTGTTGATCCGT 
GAACAATTAGACGTATCAAGCGTGCTGGTCAACGGCGCTTTTGGTATTTATGCACTGGGA 
CTTCTTCCAAGTTTGCTCGCAGGCGGTGTGCTTGCCGACCGTTTTGGTGCCCGCATGGTG 
GTACTCACCGGAGGTGTACTTTCTGCGCTTGGAAACCTTTCTCTTTTAGCGTTTCATGAT 
GGTCCTTCCCTCCTGGTAGGACGATTCATCGTTGGTCTGGGCGTTGGATTAGTCGTCAGC 
GCGGGCACCGCATGGGCGGGCAGATTGCGCGGAGCAAGCGGCGTGACATTGGCCGGCATT 
ATTCTGACCGCCGGTTTCATGATGGGGCCGATTGTGACAAGTGGGTTGGGGATGGCGTCG 
ACAAGCATTATTACGCCCTTTGCCATAAGCGTTGCCCTCTCGCTGATCGCGGTGGTTGTG 
GGATTTGCGCTTGGCGATGCCCGCAGCACCCCGAGCGCACTTGGCGCATCCAGCGGAATC 
AAACACGAACGAAGCATGAAAAAGGCCCTCGCGGTGTCCTTGCCGATGGCAATTTGGGTG 
TTCAGCTGCATCACCACCTCCCTGATCGTGATGTCCGCGCGCATCGACTCCACCTTCGGC 
AACGCCATTCTTCTCCCCGGAATCGGCGCGGCGATCGCCTTCAGCGCAGGCCTGATCGCA 
CAATTTTTAGGTAGGAAATTCGCGTGGGGTCGTGGCTCCGGAATCGTGGGCGCGCTGTGT 
GCCCTCGCGGGTTTTGCGCTGGCAGCTTTTGGTGGCGACTCCATTCCAGTGTGGCTTTTC 
GTTATCGCCTCGATCCTGTTCGGCACCGCATATGGCCTCTGCCTGCGCGAAGGCCTCCTC 
AGCATCGAAACTTACACGCCACTCAACCGACGTGGCACCGGCATCGGCATCTATTATGTG 
TTCACGTATTTGGGATTCGGGCTGCCAGTGCTTCTCGACGCCCTCCTCCCGCACCTTGGC 
GCCTCCATTCCGCTGTACGCGCTGGCGGCGCTCGCCCTTGGCTCCGCAGTAATCCGCGGC 
GTACAAATCAAGCGCGGGTATGTGGTT 

>RXAO 192 2 -downstream 
TAGATTTCTACCTACGACCTGAA 



>RXA0193 6-upstream 

TTTACAGCAGGCATTTTTCGCGGTGAATCAACCCACCCGAACGGCGATCCTTCGAAGTAT 
T T T GC C GAT T GAT C AAT AAG C G T C G G C AAC AT C AC T G AAT 

>RXA0193 6 

ATGCTGCTCATGCAGACCGGCGCAATCGTTGGCCCGCTGATCGCAGGTGCGTTGATTCCG 
CTGATCGGTTTCGGGTGGCTGTATTTCCTTGATGTTGTCTCCATCATCCCCACACTGTGG 
GCTGTATGGTCACTGCCTTCGATCAAGCCATCCGGCAAGGTGATGAAGGCTGGTTTCGCC 
AGTGTGGTGGATGGCCTGAAGTATTTGGCTGGCCAACCCGTGTTGTTGATGGTGATGGTG 
CTGGATCTTATCGCCATGATTTTCGGCATGCCACGTGCGCTTTACCCCGAGATCGCAGAA 
GTGAACTTCGGTGGGGGTGACGCCGGTGCAACGATGCTGGCGTTCATGTACTCATCCATG 
GCTGTTGGCGCAGTTCTTGGCGGCGTGCTGTCTGGTTGGGTGGCCCGGATTAGCCGCCAG 
GGTGTTGCAGTTTATTGGTGCATCATCGCCTGGGGCGCAGCCGTTGCTTTGGGTGGTGTG 
GCAATTGTTGTCAGCCCCGGCGCGGTGACTGCGTGGGCGTGGATGTTCATCATCATGATG 
GTCATTGGTGGCATGGCTGACATGTTCAGCTCGGCAGTTCGAAACGCTATTTTGCAGCAG 
TCTGCTGCGGAACATGTGCAGGGCCGAATCCAAGGTGTGTGGATCATCGTCGTGGTGGGT 
GGACCTCGTTTAGCTGACGTCCTTCACGGTTGGGCCGCTGAGCCCCTCGGCGCAGGTTGG 
ACGGTATTATGGGGCGGAGTAGCGGTGGTTGTACTCACTGCAATTTGTATGGTGGCGGTG 
CCTAAATTCTGGAAATACGAGAAACCAAAAATTACCGGCATC 

>RXA0 1 93 6-downst ream 
TAAATACTTATCCATGCCCATTT 



>RXA0 1937 -upstream 

GCGCGGTGACACCACAGCCGTTGTCAGCGGCGCTTGGTCTGTGGAGGATCGCCGAGGTTA 
CTAACAAATAGGCCCAACAAAGAGGTCTAAGCTCTACCTG 

>RXA01937 

GTGAGTTTCCGAGATATTTTCGCTGACACCAGACCGCTGAAAGAACCGGCCTTCAAACGC 
CTCTGGCTTGGCAATGTTGCCACCGTCATTGGTGCCCAATTAACTGTTGTTGCCGTTCCG 
GTGCAGATTTACCAAATGACTGGGTCCTCCGGCTATGTGGGCTTGACCGGGCTTTTTGGC 
CTTATTCCTTTGGTTATTTTTGGCCTTTATGGTGGATCCATTGCGGATGCTTTTGATAAA 
CGCATCGTGCTGATCTGCACCACGATCGGCATGTGTGTCACCACTGCCGGTTTTTGGGTG 
CTGACCATTTTAGGCAATGAGAATATTTGGCTCCTGTTAATAAACTTTTCTTTACAGCAG 
GCATTTTTCGCGGTGAATCAACCCACCCGAACGGCGATCCTTCGAAGTATTTTGCCGATT 
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GATCAA 

>RXAO 1937 -downstream 
TAAGCGTCGGCAACATCACTGAA 



>RXA01 98 4 -upstream 

AGGAAATGTCTCACGTCACAACCTTTTGAAAGGTGGCTAAGTACGCACATTTGTTGTCTG 
CAATAGTGCCGGTGAGGGAGCTGTCCGATATTGTGCTTAC 

>RXA0198 4 

ATGCACGAATCTGGAAAAAATCCTGTCAAGGTTGTCGACTCGCAGGCACCACAAGGACGC 
GGTGGGCATATCGGCGGACATATCAAACGCCGCCCGATTCCTAGGCAAACGGAAATTTCC 
GAGGTTCGTCGATATATCGTCATGACTGCCCTCGCACTCGGTGGCTTCGCCATCGGTGTG 
ACGGAATTTGTCTCCATGGGTCTGCTCAGCGCGATCGCCTCCGACTTTGAGATCTCCGAA 
GACCAAGCCGGACACATCATCACCATCTACGCCCTCGCG 

>RXA020 60 

GAATTTGCCCGCATTTTGAAGCCAAAGGGACAGGTCATCGTGCTTACCGCAGATACCGGC 
CACTTGGCTGAGCTTCGTGAACCACTGGGCATCATTGATGTGGAGGCCGGCAAAGTTGAT 
CGCATGATCGAACAAGCGGCAGGCCACCTCAAGCCAGTTGGCGAAAGAGACTTGGTGGAA 
TTTGAAATGCTGCTGGATCAAAAATCCATTGCATCTCAGATCGGTATGAGCCCTTCTGCA 
CGCCACATTAAGCCTGAGGCTTTGGCGGAACGCATCGCCGCTCTACCAGAACAAATGAAG 
GTTACAGCCCGGGCCAAGATCACCAGGCTGGAACGCATC 

>RXA020 60-downstream 
TAACTCTTATCTCACTGGGCCTT 



>RXA02 087 -upstream 

AATCGGATTCATGCTGTGTGGTGTGATCAGTTTGCTGGCTGCGGTCGCATGGATCTTCGG 
C C G GG AG AC G C T G C C AAC GG C G AAAG T C GAG C AG G T AT AA 

>RXA02 087 

ATGACGCCAATTGTGGAGTCCAGGGCGTGGAAAGCTCTGGGCGCTTTAAGTGTTGGGCTG 
TTTCTCACACTGCTTGACCAATCGTTGGTGGCTGTCGCGCTGCCAAAGATTCAAGAGGAT 
TTGGGTGCGAGCCTGAACCAAGCGGTGTGGGTGTCAGCGGTTTATTTGCTCACTTTTGCG 
GTGCCACTGTTGATTACTGGGCGCTTGGGTGATCGTTATGGACAGCGAAATATTTATCTT 
GCCGGCATGGCTGTGTTTACCCTCGCGGCGTTGGCCTGTGTATTTGCACCAAGCATCGAA 
TGGTTGATTGCTGCTCGCGCGGTGCAGGGCCTGGGCGGATCTCTTCTTAATCCGCAGCCC 
CTGAGCATCATTCACAAGATTTTCGCGCATGATCGTAGGGGAGCCGCCACCGGGGTGTGG 
AGTGCTGTTGCCTCATCAGCTGGACTTTTCGGGCCAGTTATCGGTGGTGTTCTGGTGGGG 
TGGATCAGCTGGCGTGCTGTGTTCTTGGTTTATGTGCCGCTCGGATTGATCTCCCTATTT 
ATGGTGGCGCGTTATGTGCCTAAACTTCCCACGGGAACCTCGAAGATCGATTGGCTCTCG 
GGTGCGGTCTCACTTGTTGCTGTACTTGGTGTGGTTCTTGCCTTGCAGCAGGGGCCAGAA 
CTTGGGTGGGGAACACTGATTTGGGTGTCCCTTGCCGTTGGTATTGCTGCAGCTGTGCTC 
T T TAT AT GG AT G C AAAC AAG A T C C AAG G C G C C AC T GAT G C C G T T GAG GAT T T T C AAG AC G 
CGCAACTTCGCGATCGGTGCATTTTCGATCTTCAGCCTGGGCTTTACGGTGTATTCCGTT 
AATTTGCCCATCATGTTGTATCTGCAAACGGCTCAGGGAATGTCGTCGCAGTTGGCCGGT 
TTGATGTTGGTTCCGATGGGCATCATCTCTGTGGTGATGTCACCAGTAATTGGACGATTG 
GTGGATCGCCTGGCACCAGGAATGATCTCCAAGATCGGATTCGGCGCGCTGATTTTCTCG 
ATGGCGTTGATGGCTGTCTTTATGATCGCCAACCTATCGCCGTGGTGGCTACTCATCCCG 
ATTATTTTGTTCGGTAGCTCCAACGCGATGAGTTTTGCACCGAACTCTGTGATTGCTCTG 
CGTGATGTTCCGCAGGATTTAGTGGGCTCTGCTTCTGGTTTTTACAACACCTCACGCCAG 
GTGGGCGCTGTTTTGGGCGCCGCTACCTTGGGCGCTGTGATGCAAATAGGAGTGGGCACG 
GTGTCCTTCGGTGTTGCCATGGGTGCGGCAATCCTGGTGACACTCGTGCCCTTAATCTTT 
GGGTTCCTAGCGGTAACCCAATTTAGA 

>RXA02 08 7 -downstream 
TAGTTGCTCCGATTTTCTCACGA 




Appendix A, Page 22 



ley Docket No.: BGI-124 



>RXA02 08 8-upstream 

AGAGCACCCAAGCGACATTGTTCGATAATATGTTCTATTATTGGTATTAATACTGGTCAG 
CTAGATATAAAAGGGGCGCAGGGCTAGCCTTGGGTGTGAA 

>RXA0208 8 

AT G T T AAC T C AAAAAAT AG AAT T AG AGGC T AAACC AAAAAT C CC AG AGG AG AT C TG GGT G 
CTGGTTGTGGCTGCGTTTATTATTGCGCTGGGCTATGGCCTGATTGCGCCGATTTTGCCA 
CAGTTTGTGGTCGGTTTTGATGTAAGTTTTGCAGCTGCCAGTGCGGTGGTGTCCATCTTT 
GCGGGCGCCCGGTTGTTGTTTGCGCCGATGTCGGGGAGTTTGATCGATAAGATCGGTTCC 
CGTCGTGTGTATCTCACTGGTTTACTCACCGTGGCTATCACCACGGGGCTTGTTGCGTTG 
GCGCAGGAATACTGGCAGATTCTGCTGCTTCGTGGCATCGCAGGTATTGGTTCCACCATG 
TTTACGGTCTCTGCCATGGGCCTGATCGTGAAGATGGCGCCGGTGGAGATCCGCGGGCGG 
TGTTCGTCGGTATATGCCAGTTCGTTCCTGTTTGGCAATATTATTGGCCCGGTTGTGGGT 
GCTGCGATGTCCGGTTTGGGCATGCGGTGGCCGTTCGCGATTTATGGTGCTTCCGTTGGC 
TTAGCTGCACTTGTTGTGTGGTGGCGGATGCCGAAAACCAACGATTCACTTCGGAAGGCT 
GATAGCAATAGTGTGCCGGCGTTGCGCTTTGCTGAGGCAATTAAGGATTCTGCCTACCGC 
TCGGCGTTGTTTAGTGCTTTTGCCAATGGTTGGTCGAACTTTGGTGTGCGTGTGGCGGTT 
CTTCCACTGTTTGCCGCAGCTGCATTTAGCAATGGCGGAGCTATTGCGGGTTTTGCCATG 
GCTGCGTTCGCCGCTGGAAATGCTTTGTGTCTGCAATTCGCGGGCGATCTCTCAGATCGC 
ATTGGCCGTAAACCGATGATTATTTCCGGGCTGATCGTCAATGCAGTGTTCACGGCAATG 
ATCGGATTCGGCACAGAAGTGTGGATCCTGATCACGGTATCTGCGTTGGCAGGTGCTGGT 
GCGGGCTTGCTTAATCCAAGTCAGCAGGCGGTGCTCGCTGATGTTATAGATTCCCGCCCC 
GGCGGAAAAGTCTTAGCGAATTTCCAAATGGCGCAGGATTTCGGTGCGATTGTTGGCCCG 
ATTCTCGTAGGCATGATCGCAGAACAGGCAGGCTTCCAAATCGGATTCATGCTGTGTGGT 
GTGATCAGTTTGCTGGCTGCGGTCGCATGGATCTTCGGCCGGGAGACGCTGCCAACGGCG 
AAAGTCGAGCAGGTA 

>RXA02 08 8 -downstream 
TAAATGACGCCAATTGTGGAGTC 



>RXA02116-upstream 

TTTTATATCCTAGCAAGGGTGTTGCATGATGCAATAAACGTGGTAGTTTGTGTTCATAAC 
AAAAT T G CAT GAT G C AAT AAT T T C GAT T T AAAG GAG AAC A 

>RXA02116 

GTGTCCGTAGCTGAAGAAGGGAAACTTTTTACACCAACGTTTGTCATGGGATGGTTTGCC 
AACCTTTTCCAGTTCCTGGTGTTCTACTTCCTCATCACCACCATGGCTTTGTACGCCATC 
AAGGAATTTCAAGCCTCTGAAGTAGAAGCTGGCTTCGCATCCAGCTCAATTGTTATCGGC 
GCAGTCTTTTCCAGGTTTTTCTCCGGCTATATTATTGACCGTTTTGGTCGACGCAAGATT 
GTGCTCATCTCAGTCCTAGTCACTACCATTGCGTGTGCCTTGTACCTTCCCATCGAATCA 
TTGCCATTGCTATACGCAAACAGGTTCCTCCACGGTGTTGGATACGCTTTTGCTGCCACC 
GCGATCATGGCAATGGTCCAGGAGCTCATTCCAGCGTCACGACGTTCCGAAGGTACTGGT 
TACCTGGCATTGGGCACTACCGTTTCTGCAGCACTTGGACCAGCCCTAGCACTTTTTGTC 
CTAGGAACATTTGATTACGACATGCTGTTTATCGTGGTCTTGGCAACCTCGGTCATCTCT 
TTGATCGCCGTCGTGTTCATGTACTTTAAGACCAGCGACCCTGAGCCTTCTGGGGAACCA 
GCCAAGTTCAGCTTCAAATCTATTATGAACCCAAAGATCATCCCCATCGGCATCTTTATC 
TTGCTTATTTGCTTTGCTTACTCTGGCGTCATTGCCTACATCAACGCATTTGCTGAAGAA 
CGCGATCTGATTACGGGTGCTGGATTGTTCTTCATTGCCTACGCAGTATCAATGTTTGTG 
ATGCGCAGCTTCCTTGGCAAACTGCAGGACCGTCGCGGAGACAACGTCGTTATTTACTTT 
GGATTGTTCTTCTTCGTTATTTCCTTGACGATTTTGTCCTTTGCCACTTCCAACTGGCAC 
GTTGTG 



>RXA02159-upstream 

TGATGGACCAGCGTCCAAAGTTTTCGATGAAGCAGAAAACCGCCTCCACGCTCAGAAAGC 
ACTGCTGGTGTGGCTGCTGGCCAACCAGCCGAGGTAAGAC 

>RXA02159 

ATGTCCCTTGGCTCAACCCCGTCAACACCGGAAAACTTAAATCCCGTGACTCGCACTGCA 
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CGCCAAGCTCTCATTTTGCAGATTTTGGACAAACAAAAAGTCACCAGCCAGGTACAACTG 
TCTGAATTGCTGCTGGATGAAGGCATCGATATCACCCAGGCCACCTTGTCCCGAGATCTC 
GATGAACTCGGTGCACGCAAGGTTCGCCCCGATGGGGGACGCGCCTACTACGCGGTCGGC 
CCAGTAGATAGCATCGCCCGCGAAGATCTCCGGGGTCCGTCGGAGAAGCTGCGCCGCATG 
CTTGATGAACTGCTGGTTTCTACAGATCATTCCGGCAACATCGCGATGCTGCGCACCCCG 
CCGGGAGCTGCCCAGTACCTGGCAAGTTTCATCGATAGGGTGGGGCTGAAAGAAGTCGTT 
GGCACCATCGCTGGTGATGACACCGTTTTCGTTCTCGCCCGTGATCCGCTCACAGGTAAA 
GAACTAGGTGAATTACTCAGCGGGCGCACCACT 

>RXA0215 9-downstream 
TAAAGCGCCCCTAGTTCAAGGCT 



>RXA02 18 4 -upstream 

TTTACCGCGATGCTTGCGGTGTATAATAATTTCTTCTGGTCAAAAATAGTTGATCAATTT 
GAATCAGCATATGAATTAGGAATGAAAGTGGTGAGGACAA 

>RXA0218 4 

GTGCCTGTCGGAACAGTGAAGTGGTACGACGCGGAGCGTGGTTTCGGCTTTGTCTCCAAT 
CCAGGTGGTGAAGATTGCTTCGTAGGTAAGCAAGTACTTCCCAAGGGAGTCACCGAATTG 
CACAAGGGACAGCGAATCGATTTTGACTTCGCCGCAGGCCGTAAGGGCCCTCAAGCACTT 
CGAATAAAGATTCTTGAAACTCCACGCAGGCGTCCACAGCACAAATACAAGCCAGAAGAG 
CTCAACGGAATGATCTCTGACCTCATCACGCTTCTAGAAAGTGGAGTGCAACCAGGCCTT 
GCCAAAGGGCAATACCCGGAGCACAAAGCTGGAGCGCAGGTAGCAGAAATTCTTCGCGTT 
GTTGCGAAGGAGCTTGAGTCT 

>RXA0218 4-downstream 

T AAAAC AAT AAG GAG AG G AT C C G 



>RXA02200-upstream 

ATTGTGTGGAGAGTGGTCATAAATCCACTATATATTGACGAATGTCGATATTGAAAGTAT 
TTTGAATATCGACAGGTATCAATATACCGAAAGGTGTCGC 

>RXA02200 

ATGACAAACTCAACTCAGACGCGGGCCAAGCCAGCCCGAATCTCATTTCTTGATAAATAC 
ATTCCACTTTGGATTATTTTGGCGATGGCGTTTGGGCTATTTTTAGGCCGGAGCGTTTCG 
GGACTCTCAGGCTTTCTAGGCGCAATGGAAGTCGGAGGGATCTCCTTGCCAATCGCTTTA 
GGCCTCCTTGTAATGATGTACCCACCGTTGGCCAAAGTTCGGTATGACAAAACTAAACAA 
ATTGCCACTGATAAGCATTTGATGGGCGTGTCACTCATTCTCAATTGGGTGGTGGGTCCT 
GCCTTAATGTTCGCGCTAGCTTGGTTGTTCCTCCCAGACCAACCGGAATTACGAACCGGC 
CTGATTATTGTAGGACTCGCACGATGTATTGCGATGGTCTTGGTTTGGTCTGATATGTCC 
TGTGGAGACCGCGAGGCTACAGCAGTTCTCGTAGCCATTAATTCAGTTTTTCAAGTCGCA 
ATGTTTGGTGCACTTGGCTGGTTCTATCTGCAAGTTTTACCATCCTGGCTAGGATTACCA 
ACTACCACCGCTCAATTCTCTTTCTGGTCT^ATTGTGACTTCGGTTTTGGTGTTCCTCGGA 
ATACCTCTACTTGCTGGAGTTTTCTCGCGAATTATTGGCGAAAAGATCAAGGGACGTGAG 
TGGTATGAACAAAAGTTCCTTCCGGCAATCTCTCCATTTGCACTAATCGGTCTGCTTTAT 
ACGATCGTCTTGTTGTTTTCATTGCAAGGTGATCAGATCGTCTCTCAACCATGGGCTGTA 
GTTCGTCTCGCGATACCATTGGTTATCTATTTCGTTGGAATGTTTTTCATTTCACTCATT 
GCGTCAAAACTATCTGGCATGAACTATGCAAAGTCTGCATCCGTCTCTTTCACTGCAGCT 
GGCAACAATTTTGAACTTGCGATTGCGGTGTCGATCGGAACGTTTGGCGCAACTTCTGCA 
CAGGCTATGGCAGGAACGATTGGTCCCTTGATTGAAATTCCAGTACTTGTCGGCTTGGTC 
TACGCCATGCTGTGGCTAGGCCCCAAGTTGTTCCCAAATGACCCCACGCTGCCATCATCA 
GCTCGTTCTACCAGCCAAATCATCAACTCA 

>RXA02200-downstream 
TAGCGAAGGAATCAACTTCATGA 



>RXA02201-upstream 

TCTACCAGCCAAATCATCAACTCATAGCGAAGGAATCAACTTCATGAATAATCAACCATC 
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AGTACTTTTCGTTTGCGTCGGCAATGGTGGAAAATCTCAA 
>RXA02201 

ATGGCCGCAGCGCTAGCCAAAAAACATGCCGGGGACGCTCTCAAAGTTTATTCAGCTGGC 
ACAAAGCCAGGTACGAAATTAAATCAACAGTCCCTTGATTCCATTGCTGAAGTTGGCGCA 
GATATGTCTCAAGGGTTTCCAAAGGGCATTGACCAGGAGTTAATTAAGCGAGTAGACCGC 
GTGGTCATTCTTGGTGCCGAAGCTCAACTAGAAATGCCTATCGATGCAAACGGCATACTA 
CAGCGCTGGGTAACTGACGAACCCTCTGAACGTGGAATTGAAGGTATGGAACGCATGCGC 
CTGGTCCGAGATGATATTGACGCCCGAGTCCAAAACCTCGTCGCTGAACTAACCCAAAAC 
GCA 

>RXA022 01 -downstream 
TAGCAGTTTTCTAATCTCACACA 



>RXA02 2 02 -upstream 

CGCTGAACTAACCCAAAACGCATAGCAGTTTTCTAATCTCACACATCTTCAACACCGTTA 
AATCTATTGGTTTCCCCGTAAAATCTTCGAAAGGAAGAAC 

>RXA02202 

ATGACCGGGCAAGCTGCACCAAACTTGCATACCAATATTTTGAACCGTATCGCAAATGAA 
CTGGCGTTGACCTATCAAGGAGTTTTCTCTGCAGAGACTATCAACCGCTATATTTTTGAA 
TCGTATGTGTCGTTGGCGAGAACAGCAAAAATCCATACGCACCTGCCAATTTTGGCAGAA 
GGTTTTGCTAAAGACCGGCTGCACGCACTTGCGGTAGCTGAAGGTAAGGTGGCTTCACCT 
GTGCCTCAGGTCCTATTTATTTGCGTCCACAACGCAGGTCGTTCACAAATTGCTTCGGCG 
TTGTTGTCTCACTATGCCGGTAGTTCTGTAGAGGTACGTTCTGCAGGTTCTTTACCTGCT 
TCTGAAATTCACCCACTGGTGTTGGAAATTTTGTCAGAGCGAGGAGTGAACATTTCTGAT 
GCATTTCCGAAACCGCTAACCGATGATGTTATTCGCGCATCTGACTATGTCATAACAATG 
GGATGTGGAGATGTGTGCCCAATGTATCCAGGAAAGCACTATCTCGATTGGGAGCTCGCT 
GATCCGTCAGATGAAGGTGAGGACAAGATACAGGAAATAATTGAGGAAATTGACGGTCGA 
AT C C G C GAG C T T T G G AAAAG C AT T C AAT TAT C G C AAAAC 

>RXA02 2 02 -downstream 
TAGGCAGTCAAAGGTCTGGCACC 



>RXA02205-upstream 

GCCCAAACCGAGCCTGGATACCCGCAAACCACTTGAACCGACCATTCGCTGTTTCACGCC 
CACCACACTACTGAGGTCATAAGGTAGTACGGTAGATCGG 

>RXA02205 

GTGAATGAAGAGATAACCCTCCTAGCCGCAGCAGCAGATCCTGCCGCAACTGAAAATATT 
GGCTGGGTACAAACCATTGTGCTCTCCATCGTTCAAGGCCTCACAGAGTTCCTGCCGATC 
AGCTCCAGCGGACACCTCCGAATCATCTCTGAGCTGTTCTGGGGTGCCGATGCCGGCGCG 
TCCTTTACCGCCGTGGTTCAGCTTGGTACCGAAGCCGCAGTGCTGGTGTTTTTTGCCAAG 
GAAATCTGGCAAATCATCACAGGTTGGTTCGCTGGCGTATTCAATAAGGAACGCCGCGGA 
TTTGAATACCGCATGGGCTGGATGATCATTGTTGCCACCATTCCCGTCGTGATCTTGGGT 
GTGTTGGGCAAGGACCTGATCCGTGAGGCGCTGCGAAATATGTGGATCACTGCATCCGTG 
CTGATCCTGTTCTCCCTGGTGTTCATTTTGGCCGAGAAGATGGGCAAGAAGGAACGCGAC 
TACGACAAACTGACCATGAAAGATGCCATCATCATGGGTCTTGCACAGTGTCTTGCGCTG 
ATCCCTGGCGTGTCTCGCTCCGGCGGCACCATCTCTGCTGGTTTGTTCCTTGGTCTCAAG 
CGTGAAGTAGCCACCAAGTTCTCCTTCCTGCTGGCAATCCCTGCAGTGCTTGGCTCCGGT 
TTGTACTCCCTGCCTGACGCTTTTGCGCCAAGCTCCGGACAAGCTGCCTCCGGCCTACAG 
CTCACCGTGGGTACCCTGGTTGCCTTCGTAGTTGGCTACATTTCCATTGCGTGGCTGATG 
AAGTTCGTGGCAAACCACTCCTTCAGCTGGTTTGCTGCATACCGTATTCCTGCAGGTCTG 
CTCGTGATGCTGCTGCTCGCACTGGGCATGCTCAACCCA 

>RXA02205-downstream 
TAAAATTCCTGTACATCTTAAAA 
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>RXA0227 3-upstream 

TAAATTTTGTGGCACTCCCCACATTTCTATCAATCTATAGAAAGTATGACTTAAAGTCGA 
TTTTGCAAGTTTCTATAGATTGATAGAAAAGGGAGTTTAG 

>RXA0227 3 

ATGTCTTACACATCTTTTAAAGGCGATGATAAAGCCCTCATCGGCATAGTTTTATCAGTT 
CTCACATTTTGGCTTTTTGCTCAGTCAACCCTAAATATCGGCCCAGATATGGCAACTGAT 
TTAGGGATGAGCGATGGCACCATGAACATAGCTGTCGTGGCCGCCGCGTTATTCTGTGGA 
ACATTTATCGTCGCAGCCGGCGGCATCGCAGATGTCTTTGGCCGAGTACGAATCATGATG 
ATTGGCAACATCCTTAACATCCTGGGATCTCTCCTCATCGCCACGGCAACGACTTCTTTA 
GCCACCCAAATGGTGATCACCGGCCGAGTTCTCCAAGGACTGGCAGCAGCGGCCATCATG 
TCTGCATCCCTAGCATTAGTTAAGACATATTGGTTAGGTACTGACCGCCAACGAGCAGTC 
TCCATTTGGTCCATTGGTTCATGGGGTGGCACCGGATTCTGCGCGCTTTTCGCGGGTCTT 
GTTGTAGCAAGCCCCTTTGGTTGGAGAGGAATCTTCGCCCTCTGCGCGATCGTCTCCATC 
GTTGCTATTGCCCTTACCCGCCACATCCCGGAATCCCGTCCGGCTCAATCCATTGGCATG 
CATTTGGATTGGAGTGGCATCATCGTTCTTGCCCTCAGTGTTCTATCTCTTGAATTGTTT 
ATTACCCAAGGTGAATCACTTGGCTGGACGCACTGGATGACCTGGACTCTCCTTGCCGTT 
TCTTTGACATTTCTTGCAGTTTTCGTCTTCATTGAACGCATCGCCAGCTGGCCAGTTCTC 
GACTTCAACCTTTTCAAAGACCACGCCTTCAGCGGTGCGACCATCACCAACTTCATTATG 
AGCGCTACTGGCGGAGTAGTTGCCGTTGTCATGTGGGTTCAGCAAATGGGATGGGGTGTC 
TCCCCAACAATCTCGGGACTCACCAGCATCGGCTTCGCAGCCTTT 



>RXA02 2 82 -upstream 

CGCGATTGCGTCATCGATCGTTGTTGCTTCCATGCGCACCACACTATCTTTCTGCACGCC 
CTGATGCCCTGTGGATTCAAAACTGTGCTTTTATAGGCGT 

>RXA02282 

ATGCAAGAATCCTCACGTGATAATTTCCAAGTTGACCTCGGCGGCGTTGTTGATCTTTTG 
AGTCGCCACATTTATTCCGGTCCGAGGGTGTATGTGCGTGAGTTGCTGCAGAATGCGGTT 
GATGCTTGTACTGCACGTTCTGAACAGGGTGAGGAGGGCTACGAGCCGAGTATTCGTATT 
CGGCCGGTGACCAAGGATCGTGCCACGTTTTCACTGGTTGATAATGGTACGGGCCTGACC 
GCGCAGGAGGCGCGGGAATTGCTGGCGACGGTGGGGCGGACGTCGAAACGCGATGAATTC 
GGTCTGCAGCGGGAAGGTCGCCTGGGGCAATTTGGC 



>RXA02305-upstream 

TATGCGCGCAGGTGTCTACTGGTGACGCAGCCGACGACGATTATTTTGACGAAGCCACCG 
C AAAC G AT G AC T T C GAT C C C G AAAAG T G G AGG AAC AT G T A 

>RXA02305 

ATGCCAGCCTTTGAGGCAATGCCAGGAATGCCGTATTGGATCGACCTGTCCACCTCGGAC 
ATTGCAAAATCTGCACACTTCTACGAAAACGTTCTCGGCTGGGAAATTGAAGAAGTCAAC 
GATGGCTACCGCATGGCTCGTCTGCAGGGACTACCCGTGGCAGGGCTGATCGATCAGCGC 
GGTGAATCAAGCATCCCGGATACCTGGATTACCTACTTCCTCTCCTACGATCTGGATGCC 
ACTGCAAAGAAGATCGCAGAACTGGGTGGACGAATTCTGGCCGAGCCAACTGACGTGCAC 
TTGGGACGCATGATCCTAGCTGTTGATACTGCCGGCGCACTGTTCGGCGTTATTGAGCCA 
GGCAGCGAGGAATCATTCGTCGCTGCTGGTGAACCAGGCACATCCGTGTGGCATGAACTC 
ACCACTGTCTCCAAATATTCCGAAGCTATCGATTTCTACGGTGAGCTGTTCACTTGGACA 
ACCTCTGAAATGGCTAGTGCTGAAGACGATAGTTTCCGCTACACCACCGCATTGGCTGAC 
GGTTCCGCCTTTGCTGGAATTTTTGATGCCAAAGGCCACTTCCCACCTCAGGTTCCAAGC 
TTCTGGCAGTCCTACCTTGGCGTGCTCAACGCCGATGATGCTGCAGCGAAGGCCAAGGAA 
TTTGGTGGCGATGTTATTCGTAAGCCATGGGACTCAGAATTTGGCCGCATGGTTCTCATC 
TCTGATTCCACTGGTGCCACAATTACCTTGTGTGAAGTAGAGGAATACGTCGAGGAAGCA 
GCAGAAGGCGATGATCTCTTCGACATCGATCTCAGTGCTTTCGAAGAGCAGTTCCGCAAG 
CAAGAAGGACAG 

>RXA02 305-downstream 
TAATCCTACAGCGCCATGGAGGA 
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>RXA02431 

GTGGTGGTGACACCCCGTCATATCGTTTACTCCGCAGCCTCGCGCCGGGTGTTCCAAATC 
GTGGAAAAACGCGCCGGAATTGTCGAACGCCTCAGCATCGATGAAGGCTTCATGGAACCA 
GAGGCTCTCGTTGGAGCCACCCCAGAAGAGGTGAAACAGTGGGCGGAAGAATTACGCGCG 
GAAATTAAAGAAGTTACTGGCTTACCCTCCTCGGTTGGTGCTGGCTCCGGTAAGCAGATC 
GCCAAAATTGGTTCAGGCGAAGCAAAGCCAGATGGTGTGTTTGTCGTGCCAGTAGACAAG 
CAACATGACTTGCTTGATCCACTTCCTGTGGGCGCACTTTGGGGAGTGGGTCCTGTGACA 
GGCTCCAAGCTTGCCTCAATGGGGGTGGAAACAATTGGTGATCTAGCAGCGCTAACCCAA 
AAAGAAGTAGAAATCAGCCTCGGTGCAACCATCGGAATATCACTGTGGAACCTTGCCCGA 
GGAATCGACGACCGCCCTGTGGAACCCCGCGCCGAAGCAAAACAGATCTCCCAAGAGCAC 
ACCTATGAAAAAGACCTCCTCACCAGGCAACAAGTAGATGCTGCCATCATTCGATCAGCC 
GAAGGCGCACACCGACGGCTCCTCAAAGACGGACGCGGTGCCAGAACTGTCAGCGTGAAA 
CTGCGGATGGCCGACTTTCGTATTGAGTCTCGTTCCTACACCTTGTCCTATGCCACCGAT 
GATTACGCAACTCTTGAGGCAACAGCATTCCGACTTGCCCGCTACCCCGGAGAAGTAGGC 
CCCATCCGCCTTGTCGGAGTAAGTTTTTCTGGTTTGGAAGAATCCCGCCAAGACATCCTC 
TTCCCGGAACTTGACCAACAAATCATCGTACCACCAGCACCCGACACCGATTATGAGGTA. 
GGCGTGCAATCCTCTTCTAGTTCCGAAAGTACTCAAGTTGAAGCGCCGCAAGATGTCGCG 
TTGAGTATGTGGTGCGCAACGCAAGATGTCTACCACCCAGAATATGGCCACGGTTGGGTA 
CAAGGTGCCGGTCACGGTGTTGTATCAGTACGTTTTGAAACCCGCAGCACCACAAAAGGG 
CGAACTAAAAGTTTTTCCATGGATGACCCGGACCTCACCCCGGCAGACCCTCTAGATAGT 
TTGGATTGGGCTGACTGGTTTGCTGAAAATGGTGAAACGGGGGATGACGAA 

>RXA024 31-downstream 
TAGGGTTTCATCGGGTTTCGGGG 



>RXA024 4 6-upstream 

CAGGAAATCTTGCTGTCTAATGCACAACGGAAAACTGCTCACGGACGAACTAGTTGTAGC 
GAGCGTATTCTTTGTGTTCTCTCACGACAGGAATACTGCT 

>RXA024 4 6 

ATGGCGATCGAGTCCATCGCGTACACCAGTGAAGCACTCTCAACCGGCAGTGGCCGGCTG 
GGGCATGTGCGCTCCACAGATGGTGCGCTCGAATTTGAAATGACACCGCCAAAGGCTTTG 
GGCGGATCCGGTGAAGGCACCAATCCAGAACAGCTGTTCGCGGTAGGTTACGCAGCCTGT 
TTCCACTCTGCCATGCACTCTGTCGCACGCAGCCGCAAGATCACTCTTGAAGACACAGCG 
GTTGGTGCCCGAGTTAGCATCGGGCCAAACGGCGCTGGTGGATTTGAGATTGCCGTAGAA 
CTCGAAGTATCGATTCCTCAATTGCCACAAGCAGAAGCCCAGGAACTTGCTGATGCCGCG 
CACCAGGTGTGCCCGTATTCCAACGCCACACGAGGCAATATCTCGGTAACTGTGTCAGTC 
ATCGACGAAGAGGCT 

>RXA024 4 6-downstream 

T AAAAC C AC AGG AT T AAC AAAAC 



>RXA0254 1-upstream 

AT CCGCCGGTGTCCG G AC AAC AAAAC T T GC AAC AC AAG AT AAC T T AAG AAA T T G CAT AC A 
ATTCACCGCATATAAGACTCATGGAAGGAGGGGATGCCCA 

>RXA02541 

GTGAACAACAGCGAATGGGCAAATAAGAACTATTACGCAGACCTGGGGGTCTCCTCGTCC 
GCTTCAGAAGATGAGATCAAAAAGGCTTACCGCAAGCTCGCCAGGGAAAATCACCCAGAT 
AAAAATCCAGGTGACAAGGCCGCTGAAGATCGATTCAAAAAAGCGGCCGAGGCATATGAC 
GTACTTGGTGATGACAAGAAACGAAAAGAATACGACGAGCTCAAAGCACTTCTAGCTTCT 
GGTGGAATCCGCGGAGGATTCGGAAGCGGAGGTGCGGGATTCCCCGGCGGGTTTCGCACG 
TCGACGGGAGGATTCGACACCTCAGACCTCTTCGGAGGAGGACAAGGTGGAGGGTTTTCT 
ACGGACGGCGGTTTGGGCGATATCTTCGGTGGCCTTTTCAACCGCGGCGCTGGTTCTCAC 
CAGTCAGCTAGGCCGACGCGGGGGGCGGATGTACAAACCGAAATAACTCTCTCGTTTGTT 
GAGGCAGCGAAAGGCACGACCATCCCAGTGGAACTCACCGGCGATGCGCCCTGCAACACC 
TGCCACGGATCGGGCTCCAAATCAGGCCACCCCGCAAAATGTGGAACCTGTGATGGAACC 
GGATTCACCTCTGAGAACAAGGGTGCTTTCGGATTCTCCGCTCCATGTGCAACCTGTGGT 
GGCACTGGTGAAATAATCACTGATCCTTGCGATAACTGCCACGGCCGAGGCACCGTCCGG 
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AAGTCTCGTTCCATCACCGTGCGTATCCCAACTGGTGTGGAAGATGGACAGAAAGTTCGT 
CTTGCAGGCCAAGGCGAAGCAGGACCAAATGGCAAACCAGCGGGCGATCTCTTTGTGAAA 
GTCCACGTGAAAAAGGACGATGTGTTCACACGCGACGGCAGCAACATTTTGATCACCATT 
CCCGTGAGCTTCAGCGAGCTGGCTTTGGGTGGCGCTATTTCTGTGCCAACGCTCAACAAG 
CCTGTAAAACTCAAGCTACCTGCGGGAACGCCAGATGGTCGTACTTTGCGTGTACGCGGT 
CGCGGTATCGAAGCACGTGATTCCACTGGTGATCTGCTGGTTACAGTCCAGGTTTCTGTC 
CCGAAGAATCTGGATGACAACGCTGCGGAAGCTCTCCGCGCATATGCTGAAGCAGAAACT 
AATTCAGGTTTTGATCCCCGCGCTAACTGGGCGGGCCAGAACCGC 

>RXA02 5 4 1 -downs t r earn 
TAGACGTTCTCTTTGAGAAAGGA 



>RXA02 5 4 2-upstream 

CCAGGCTGACGCAGGTGCAGAAGGCGCTGCAGATGACAATGTTGTTGACGCTGAAGTTGT 
C G AAG AC G ACG C AG C T G AC AA T G G T GAG G AC AAG AAG T AA 

>RXA0254 2 

ATGACTACCCCTAACGGAATGCCCGACAATCCTGGGGATCCTGAAAATACCGATCCAGAG 
GCAACCTCTGCTGATCGTGCTGAGCAGGCAGCTGAAGAAGCAGCTGCCCGCCAAGCGGAG 
GAATCTCCATTTGGACAGGCCTCAGAGGAAGAAATTTCTCCAGAGCTCGAAGCAGAGATC 
AATGATCTTCTATCAGATGTTGATCCAGATTTGGATGGCGATGGTGAAGTGTCCGCTGTA 
GAAACACAGCTTGCCGAACGCACTGAGGATCTGCAGCGAGTCACCGCTGAGTACGCCAAC 
TACCGTCGACGTACCGAGCGTGAACGCCAGGGCATCATCGACACCGCACGCGCAGGTGTT 
GTTACCCAACTTCTGCCGTTGCTCGACGATCTTGACCTGGCTGAACAGCACGGTGACCTT 
AACGAAGGTCCGCTGAAGTCACTGTCTGACAAGCTGATCAACATCCTGGGTGGATTGAAG 
GTGGAATCCTTCGGCGAGATCGGCGAAGCATTCGATCCAGAGATCCACGAAGCAGTACAG 
GATCTCTCACAGGGTGATGTCAAGGTTCTGGGAACGGTACTCCGCAAGGGATACCGCCTC 
GGCGACCGCGTCATCCGCACCGCAATGGTCCTCATTGGGGATCCAGAGGAGAGC 

>RXA025 4 2-downstream 
TAG AG AG AC T AAG T C T C T TAG T G 



>RXA0254 3-upstream 

CTCAATGAGGAGTTTTTCTTACCGGCGAAAGTCGGTGGGAAGCAAGTCAAAGCTCAAGCC 
GTGGACAGTACTAAAATCACCTAAAACAGGAGGCACCATT 

>RXA02543 

ATGGGACGTGCAGTAGGAATTGACCTTGGAACCACCAACTCTGTGGTTTCCGTACTTGAA 
GGCGGCGAGCCAGTAGTTATCGCAAACGCAGAAGGCTCACGCACCACCCCTTCCGTCGTT 
GCATTCGCAAAGAACGGTGAAGTTCTAGTCGGCCAGTCCGCTAAGAACCAGGCGGTCACC 
AACGTTGACCGCACCATTCGCTCCGTCAAGCGCCACATCGGCACCGACTGGTCCGTTGCT 
ATCGATGACAAGAACTACACCTCACAGGAAATCTCGGCTCGTACCCTGATGAAGCTGAAG 
CGCGACGCTGAAGCATACCTGGGCGAGGACGTCACTGATGCTGTTATTACCGTTCCTGCA 
TACTTCGAGGACTCACAGCGCCAGGCAACCAAGGAAGCTGGTCAGATCGCAGGCCTTAAC 
GTTCTGCGTATTGTTAACGAGCCAACCGCGGCTGCACTTGCATACGGCCTTGAGAAGGGC 
GAGCAGGAGCAGACCATTCTGGTATTCGACCTCGGTGGCGGCACCTTCGACGTCTCCCTC 
CTAGAGATCGGCGACGGTGTTGTTGAGGTTCGCGCAACCTCCGGCGATAACGAGCTCGGT 
GGCGACGACTGGGATCAGCGTATCGTTGACTGGCTGGTAGAGAAGTTCCAGTCCTCCAAC 
GGCATTGACCTGACCAAGGACAAGATGGCCCTGCAGCGTCTGCGTGAGGCAGCTGAGAAG 
GCAAAGATCGAGCTGTCCTCTTCCCAGAGTGCAAACATCAACCTTCCTTACATCACCGTT 
GATGCAGACAAGAACCCACTGTTCTTGGATGAGACCCTTTCCCGTGCCGAGTTCCAGCGC 
ATCACCCAGGACCTCCTGGCCCGCACCAAGACTCCTTTCAACCAGGTTGTTAAGGACGCT 
GGCGTGTCCGTCTCGGAGATCGACCACGTTGTTCTCGTCGGTGGTTCCACCCGTATGCCT 
GCTGTTACCGAACTGGTCAAGGAACTGACCGGTGGACGTGAGCCAAACAAGGGTGTTAAC 
CCAGATGAGGTTGTTGCAGTTGGTGCAGCACTTCAGGCCGGTGTTCTCCGCGGCGAGGTC 
AAGGATGTTCTTCTTCTTGACGTCACCCCACTGTCCCTCGGCATTGAGACCAAGGGTGGC 
GTGATGACCAAGCTCATCGAGCGCAACACCACCATCCCTACCAAGCGTTCCGAGACCTTC 
ACCACCGCAGAGGACAACCAGCCTTCTGTTCAGATCCAGGTCTTCCAGGGCGAGCGTGAA 
ATCGCAACCGCCAACAAGCTGCTCGGATCCTTCGAGCTCGGCGGCATCGCACCTGCACCA 
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CGTGGCGTCCCACAGATCGAGGTCACTTTCGACATCGACGCCAACGGCATCGTCCACGTC 
ACCGCAAAGGACAAGGGTACTGGCAAGGAAAACACCATCACCATTCAGGACGGCTCCGGT 
CTCTCCCAGGATGAAATTGATCGCATGATCAAGGATGCTGAAGCTCACGCTGATGAGGAC 
AAGAAGCGCCGCGAGGAGCAGGAAGTCCGCAACAACGCTGAGTCCCTGGTTTACCAGACC 
CGCAAGTTCGTTGAAGAGAACTCCGAGAAGGTCTCCGAAGACCTCAAGGCAAAGGTCGAA 
GAGGCAGCCAAGGGCGTTGAAGAAGCACTCAAGGGCGAGGACCTCGAGGCAATCAAGGCT 
GCAGTTGAGAAGCTGAACACCGAGTCCCAGGAAATGGGTAAGGNTATCTNCGAGGCTGAC 
GCTNCTGCTGGTGCAACCCAGGCTGACGCAGGTGCAGAAGGCGCTGCAGATGACAATGTT 
G T T G AC GC T G AAG T T G T C G AAG AC G AC G C AG C T G AC AAT G G T G AGG AC AAG AAG 

>RXA0254 3-downstream 
TAAATGACTACCCCTAACGGAAT 



>RXA0258 6-upstream 

TTCTCTGAGATCGTCATGATGAAGTACATCGCGTTCGGCATGATCGCAGCGCTGATTCTG 
GATGCCACCATCATCCGCATGCTGCTTGTCCCCCGCCGTG 

>RXA02586 

ATGCACCTGCTTCGCGACGACAACTGGTGGGCACCCGGCTTCGTTAAAAAGGCCTACACC 
GTCATGGGTCACGGCTCTGAGGTGGAGGAAGCACCTCGCCCAACCACCCGTCGCCTCAAC 
GACGATGAGGAAGTCACCGTGCATGAAGCAGTTGTCGCTGGCGATACCGTGGCATCTCGC 
GGTGGTTTGAGCACGCAGGAAAACCGTGATCTGGTGTCCTTCGTGGAACTTAAGGCTCGT 
TTGGAAAAGCGCAGGCTTGAGGATCTAGAT 

>RXA0258 6-downstream 
TAAATCTATGCGAGGATTTTTCA 



>RXA02587-upstream 

AGCCTGGATAACCTGCCAGACGGTGGCGCATGGCTGCAGCCGTTCCGCCCTCTGACTGCC 
TTGTTATCCAACCGCCACAATTCCCAGGAGTAATCCACCC 

>RXA02587 

GTGTTTTCTAAATGGGGCCACTTTGCTTACAGATTTAGGCGCATTGTTCCGTTAGTCGTC 
ATCGCCGCGATTTTGGCTTTGTTTGTCATTTTCGGCACCAAGCTGGGCGACCGCATGAGC 
CAGGAAGGATGGGATGATCCTGGTTCTTCCTCGACCGCTGCGGCGCGCATCGAGTTGGAG 
ACCTTTGGGCGTGACAATGACGGCGATGTCGTGTTGCTGTTTACTGCGCCTGAAGGCACT 
TCTTTCGATGATGCAGAGGTGTTCTCCAGCATCTCTGGCTACTTAGATGGGCTAATCGAG 
AACAACCCTGATGAAGTCAGCCACATCAACAGCTACTTTGACACTCGTAATCAAAATCTC 
CTCAGCAAAGACGGCACCCAAACCTTTGCAGCTCTCGGGCTCAAAGGTGACGGCGAGCAA 
ACGCTGAAGGACTTCCGGGAGATTGAAGATCAGCTCCATCCGGACAACCTTGCCGGTGGC 
GTCACCACTGAGGTCGCGGGTGCCACCGCTGTAGCCGACGCACTCGATGAGGGCATGGCT 
GGCGATATTTCACGCGCCGAAGTTTTTGCGCTGCCTTTCGTGGCTATCTTGCTGCTCATC 
GTGTTTGGCTCAGTTGTTGCCGCGGCGATGCCATTGATCGTGGGCATTTTGTCCATCTTG 
GGTTCGCTGGGCATCTTGGCAATTTTGGCTGGATTCTTCCAGGTCAACGTATTTGCACAA 
TCTGTTGTGACCCTTCTGGGCTTGGGTCTTGCCATTGACTATGGCTTATTCATGGTCTCT 
CGTTTCCGTGAGGAAATGGATAAGGGCACCCCGGTTGAACAGGCTGTTGCCACCACTACG 
GCGACCGCGGGTAAGACTGTGGTGTTCTCTGCAGCGATGGTGGCTGTGGCGCTGTCCGGG 
TTGTTTGTTTTCCCACAGGCTTTCTTGAAGTCGGTGGCATTCGGTGCGATTTCCGCGGTT 
GGCCTTGCTGCTTTGATGTCGGTGACGGTGTTGCCGTCGCTGTTCAGCATGTTGGGTAAG 
AATATCGATAAGTGGAGTTTGCGTCGCACTGCTCGAACAGCGCGCCGTTTGGAAGACACC 
ATTTGGTACCGCGTGCCGGCATGGGCAATGCGCCATGCCAAGGCAGTGACCGTGGGCGTC 
GTATTGCTCTTGCTTGCTCTTACAGTGCCGTTGACGGGCGTGAAATTCGGCGGCATCAAT 
GAAACGTATCTGCCACCAGCTAACGACACCCGCGTCGCCCAAGAGCGTTTCGACGAGGCG 
TTTCCCGCCTTCCGCACCGAGCCGGTCAAGCTTGTGGTCACCGGGGCGGAC7^ACAACCAG 
CTGATCGATATCTATGTTCAGGCCAACGAAGTTGAGGGACTGACAGATCGTTTCACCGCA 
GGTGCGACTACCGATGATGGCACCACGGTGTTGTCTACTGGTATTCAGGATCGTTCCCTC 
AATGAGCAGGTAGTGGAGCAGCTTCGCGCTATTTCCGTCCCTGAGGGCGTTGAGGTGCAG 
ATCGGTGGCACTCCAGCCATGGAGATCGAATCCATTGAGGCGCTCTTTGAAAAGCTCCTC 
TGGATGGCTCTCTACATTGTGCTGGCCACTTTCATCCTCATGGCATTGGTATTTGGTTCG 
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GTGATTTTGCCGGCGAAGGCCATCATCATGACCATTCTGGGTATGGGTGCCACCTTGGGT 
ATTCTCACCTTGATGTTCGTCGATGGCGTGGGTGCCAGCGCATTGAACTTCTCCCCTGGC 
CCACTGATGAGTCCAGTGCTGGTGCTGATCATGGCTATTATTTACGGACTTTCCACCGAC 
TATGAGGTGTTCCTGGTATCTCGCATGGTGGAGGCCCGCGATAAAGGCGAATCCACCGAC 
GACGCCATCAGATACGGCACTGCACACACCGGATCTATCATCACCGCGGCCGCACTGATC 
ATGATTGTGGTCTGTGGAGCGTTTGGTTTCTCTGAGATCGTCATGATGAAGTACATCGCG 
TTCGGCATGATCGCAGCGCTGATTCTGGATGCCACCATCATCCGCATGCTGCTTGTCCCC 
CGCCGTGATGCACCTGCTTCGCGACGACAACTGGTGGGCACCCGGCTTCGT 

>RXAO 2 5 8 7 - do wn s t r e am 
TAAAAAGGCCTACACCGTCATGG 



>RXA02 8 61 -upstream 

CCCTCGATTATTACAATCCGGCTACTTCGGAAGCGTTTGTGGCCGGATTTTTCTATCCTG 
GAAGGTATTAATACTTCTTTAAGGGTCGGAGGATTTTCGT 

>RXA028 61 

ATGTCTACTAGAACAACGCCACAAGACCGTTATACCGACGAATACGGCATCGAACGCGTC 
AACAAGGATGAACCCGGCCTGGTGGACAAACTCCGGGACAAGCACGACTGGTTTGATCAT 
CTCATGCGCATGAATGAACGTTTCGGCGCAAAAGGTGGCAACCAATTGTCGGCGGGTATT 
ACGTATTTCTCCGTGCTGTCGATCTTCCCGATTGCCATGCTTGTCTTCGGTATTGCAGGT 
GTCATCCTTGCCGGAAACCCTGAAGTTCTCACAGATATTCAAAATCGAATCAACGATGCT 
TTAGAAGGCGAGATCGGTAACACCGTCAACGGCATCATTGATTCCGCGATTGCGCAGCGT 
GGTGCTGTGTTGGGCATTGGTGGTGTAACTGCCCTGTGGTCTGGACTGGGGTGGATGGCG 
AACCTGCGCTTTGGAGTTTCCCGCATGTGGGCCATTGACCCAACTGAAGGCAACTTCATT 
CAAAAGAAGCTCACCGACTTGGTCGCGCTGATCGTCTTGCTGCTGGCCATGGGCGTAGCC 
TTCGGTATCACGGCGCTCGGTGCTTCCGGACTAACCAAAAACCTGCTGGACTTTGTGGGC 
CTGGGGGAGATTCCGGGCATTAGCTACATCACCTGGGTGGTCGCAGCACTTGTTGGTGTC 
TTGGCTAACTTCCTGGTGTTCATGTGGCTGATTTTCTCCCTGCCACGTACCAAAGTTCCC 
ATGAAACCGGGTCTTCAGGCAGCACTGCTTGGCGCAATCGGTTTTGAGGTGGTCAAGCAG 
GTTGGATCGCTGTTGGCTTCAAATGCATTGAGTAACCCCGCGGGTGCAGCATTCGGTCCG 
ATCATCGGCATCATGGTTGTGCTGTATTTGATCTGGCGCATCCTCATGTATTGCTCTGCG 
TGGGCTGCCACCAGTGAAGAAGCGTTGCGTCTTGCGACTGTTCCAGCACCAGAGCCTGCG 
ATCATTCGGGTTCGCCATGAAATTGATCCAGGTGAAGAAGTCTCCCAATCTGCTCGAAAA 
GTGGGCATTGGAGTGGCCGTGGGTGCCGCGACTGCGGGTGCTTTTGCGCTGTTGCGTAAA 
AAA 

>RXA02 8 61 -downstream 
TAGTTTTTATTAAGGGCATTCCC 



>RXA028 78 

TGCCTGTCCACCGTCGATGAGTTCGCCACGTGTTGGTCATCATTCGCGGACACATCGTGG 
TTCTCATCGGCCCTTGCGCTGCTGTTCACCCCACTGATGACAGTCGCGCTCGCATCCGTC 
CCCGACAACATGTACGGCCACGGCTCCGCGATCCTCAACACCCTCCAACAGCTCGCCGGC 
GCCGCAGGCACCGCGGTCATGATTGCGGTTTATTCCACCGTCAGCAACAACGCGCTTATC 
GACGGCGCAACCCAACAAACCGCCCTCGCCGACGGCGCCAACTCTGCATTCTTCGCCTCA 
GCGTGCGTGGCAGTGTTTGCACTGATCGTGGGCTTCTTTGTAAAGAGGCCAGCCCGC 

>RXA02 878-downstream 
TAAGCTAGGTCGCATGATCAGCA 



>RXA02 8 93-upstream 

ATGACACCGGCGCGACGTATGGCATTACTGGCGTACCCCAATTTACGATGACATCTCTGC 
TCGCCTCGGCGACGTCCTGGTTCCTTACGTTCTGATCGTT 

>RXA028 93 

TTGGTTCTAGCGTTCCTCGTGCTGTTGCTCGTGTTCCGGTCCATTTGGGTCCCATTGATC 
GCGGCTCTGGGCTTTGGCTTGTCAGTTCTGGCTACCTTTGGTGCTACCGTGGCGATCTTC 
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CAAGAAGGTGCTTTCGGCATCATCGACGATCCTCAGCCACTGCTGTCCTTCTTGCCGATC 
ATGCTCATCGGCCTGGTATTTGGTCTGGCCATGGATTACCAGATCTTCCTCGTTACTCGT 
ATGCGTGAGGGCTTCACCAAGGGCAAGACTGCGGGCAACGCAACGTCGAATGGTTTCAAG 
CACGGTGCCCGCGTGGTCACTGCTGCGGCGCTGATCATGGTGTCTGTGTTCGCGGCATTC 
ATAGCGCAGGACATGGCGTTTATTAAGACCATGGGCTTTGCTCTGGCCGTTGCTGTGTTC 
TTCGATGCCTTCGTTGTTCGCATGATGATTATCCCTGCAACAATGTTCCTGCTTGATGAC 
AAGGCTTGGTGGCTACCTAAGTGGTTGGATAAGATTCTTCCCAACGTTGATGTTGAAGGT 
GAGGGTCTTAGTGAACTACATGAGGCTCGCACCGAGGAACTGAAGGAAAATGTAGGTGTC 
GGGGCT 

>RXA028 93-downstream 
TAGAGAAACAAAAAAGGCTGCTA 



>RXA0 2 907 -upstream 

TGTGCAAAATTGCATTCAGGCTGAAAAATTCCTAAAGGGACTCCGTCCGAATAATTGGAA 
AG C C C AG AAG AAC AG T C AAC TCC TAG AT T AAAGG AT AA T C 

>RXA02 907 

GTGGCGAAATTCCTGTATAAGTTAGGCTCCACGGCCTATCAAAAGAAATGGCCGTTTCTT 
GCGGTCTGGCTCGTGATTCTCATAGGTATCACGACGCTGGCGGGGCTGTATGCCAAGCCA 
ACGTCGAGTAGCTTCTCTATCCCTGGTCTTGATTCTGTCACGACCATGGAGAAGATGCAG 
GAGCGTTTCCCTGGTTCGGATGATGCAACATCGGCTCCCACTGGTTCTGTCGTCATTCAG 
GCACCGGAAGGCAAGACCCTCACTGATCCTGAGGTTGGGGCTGAAGTAAACCAGATGCTT 
GATGAGGTTCGGGCGACTGGTGTGCTGAAGGATGCTGATTCCGTTGTGGATCCTGTGTTG 
GCTGCGCAGGGTGTGGCTGCTCAGATGACCCCAGCCCTGGAGGCTCAGGGTGTACCTGCG 
GAGAAGATCGCCGCAGATATTGAGTCGATTAGTCCACTGAGTGCAGATGAGACTACCGGC 
ATCATCTCGATGACTTTTGATGCAGATTCTGCCATGGATATATCCGCAGAGGATCGTGAG 
AAGGTCACCAATATTCTTGATGAATACGATGACGGCGATCTGACTGTTGTCTACAACGGC 
AACGTGTTTGGCGCAGCTGCAACCAGCTTGGACATGACCTCTGAGCTCATCGGCCTGCTG 
GTGGCTGCGGTCGTTCTTATCGTGACCTTCGGTTCGTTCATCGCTGCCGGTATGCCGCTG 
ATCTCT 



>RXN000 34 -upstream 

TAAATTTTGTGGCACTCCCCACATTTCTATCAATCTATAGAAAGTATGACTTAAAGTCGA 
TTTTGCAAGTTTCTATAGATTGATAGAAAAGGGAGTTTAG 

>RXN00034 

ATGTCTTACACATCTTTTAAAGGCGATGATAAAGCCCTCATCGGCATAGTTTTATCAGTT 
CTCACATTTTGGCTTTTTGCTCAGTCAACCCTAAATATCGGCCCAGATATGGCAACTGAT 
TTAGGGATGAGCGATGGCACCATGAACATAGCTGTCGTGGCCGCCGCGTTATTCTGTGGA 
ACATTTATCGTCGCAGCCGGCGGCATCGCAGATGTCTTTGGCCGAGTACGAATCATGATG 
ATTGGCAACATCCTTAACATCCTGGGATCTCTCCTCATCGCCACGGCAACGACTTCTTTA 
GCCACCCAAATGGTGATCACCGGCCGAGTTCTCCAAGGACTGGCAGCAGCGGCCATCATG 
TCTGCATCCCTAGCATTAGTTAAGACATATTGGTTAGGTACTGACCGCCAACGAGCAGTC 
TCCATTTGGTCCATTGGTTCATGGGGTGGCACCGGATTCTGCGCGCTTTTCGCGGGTCTT 
GTTGTAGCAAGCCCCTTTGGTTGGAGAGGAATCTTCGCCCTCTGCGCGATCGTCTCCATC 
GTTGCTATTGCCCTTACCCGCCACATCCCGGAATCCCGTCCGGCTCAATCCATTGGCATG 
CATTTGGATTGGAGTGGCATCATCGTTCTTGCCCTCAGTGTTCTATCTCTTGAATTGTTT 
ATTACCCAAGGTGAATCACTTGGCTGGACGCACTGGATGACCTGGACTCTCCTTGCCGTT 
TCTTTGACATTTCTTGCAGTTTTCGTCTTCATTGAACGCATCGCCAGCTGGCCAGTTCTC 
GACTTCAACCTTTTCAAAGACCACGCCTTCAGCGGTGCGACCATCACCAACTTCATTATG 
AGCGCTACTGGCGGAGTAGTTGCCGTTGTCATGTGGGTTCAGCAAATGGGATGGGGTGTC 
TCCCCAACAATCTCGGGACTCACCAGCATCGGCTTCGCAGCCTTTGTCATCCTTTTCATT 
CGAGTTGGAGAAAAGGCCATGCAGAAAGTTGGCGCCCGAGCAGTGATCATCACCGCTGGC 
ATCTTGGTAGCGACCGCGACCGCCCTCCTAATGATCACCGCGGTCAGCGAGTCAACGTAC 
ATCGTCATCTCCCTCGCCGGCTTCTCCCTTTATGGCCTTGGCCTCGGACTCTTCGCCACC 
CCAGTCACCGATACTGCGCTTGGAACACTTCCCAAAGACCGTACCGGCGCTGGTGCAGGT 
GTATTCAAGATGTCCTCTTCCCTCGGCGCAGCACTCGGCATCGCAATCTCCACTTCAGTG 
TTCCTCGCACTTCGCGACGGCACCTCCATCAACTCCGACGTCGCACTCGCCGGAACAGTT 
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TCACTTGGCATCAACGTTGTATTCGCAGCAACAGCCACCATCACCGCAGCAGTCCTTATT 
CCAAAAGCCGCTGGCAAAGTCTCACAAACCAGCATCACCCTTCCTGAGCCAGCTATCGCT 
GTAAAAATC 

>RXN00034 -downstream 

T AAAAC T T C AC C AGG AC AG AT AA 

>RXN000 4 6-upstream 

TGGTGCCCAAGCAGCCGTCATCGCAGCAGCAAAATATGCCCGCGATAACGCCTTTTAAGC 
ACCTAAAACGCTGTTCTCAACACAGGAGTTTCCTTAAATA 

>RXN00046 

ATGGACTTAAATACTCAACGCTCAAAGCTCTACGCACAGCTTCAAGGCCAGCTCATTGTT 
TCCGTGCAAGCTCCCGACGGCCATGCCATGCGAGATACCCATACGCTCACCCATGTGGCC 
GCAGCCTGTGTCGATGGCGGTGCTCCTGCCATTCGCTGTGGCGGTTACGGCGGTTTGGAA 
GATATCCGTTCAATCTCCAACCGTGTCGACGTTCCCGTTTTCGGACTCACCAAAGAAGGC 
TCCGAAGGAGTTTACATCACCCCAACCAGGGATTCCGTTCGAGCAGTGGCAGAATCCGGC 
GCCACTGTAGTCTGCGCGGATGCAACTTTCCGACCTAGGCCTGACGGCTCCACCTTTGCA 
GAGCTGGTCACTGTTGCCCACGATTCCGGAATTCTCATCATGGCGGACTGCGCAACTCCC 
GAAGAAGTTCTCAGTGCGCATAAGGCTGGCGCGGATTTTGTGTCCACCACGCTTGCTGGA 
TACACCGAACACCGCGAGAAAACAGTCGGTCCAGATTTCGATTGCCTCCGCGAAGCACGT 
GAGTTAGTTCCCGATGCGTTCCTCATTGGCGAAGGTCGCTTCTCCAACCCTGCGGATGTG 
GCGCACGGTCGTCTCATTGGTGCCAACGCGATCATCGTGGGCACCGCAATCACTGACCCT 
GGTTTCATCACTGGACAGTTCGCGTCACTGTTGCAC 

>RXN0004 6-downstream 
TAGCACTTAGTCCAGCGCTGCAC 

>RXN00165-upstream 

AAACCTCCCCGGGCCCGGCGCGCGACCGTCCAAGATGCCGGCGTTGGATGCCAAATTATG 
GACTCTCAAAGTGGCGTTGTCGCAGCGGCCGTGGAGCTTT 

>RXN00165 

GTGGCGTCTGCTGGCATGGCGGCGTCTTTTATCTGCAATGGGTTAACGCCTGTGATTGTG 
GGTAAGGCGGTGGATGAGGCTATTGGCACGAGCGATCTGCAGCGATTGTGGTTCTGGATT 
GCCATGTTGGCGGTTCTTTTCTTAACGGCGATGACGGTGAACTGGATTGCTCGGTACATG 
TTGGTGCGGAGCCAGCAGTTGGTCAGCCATGATTTGCGCATGTTGGTGACTGATCGGATT 
CAAGATCCGCGTGGTTTTGCTGGAAAAGAGCGCACTGCGGGTGGATTGTTGTCGATTGCG 
TCATCGGATACGCAGCGGGTGGGCGATATCGTCATGATGACGGTGTTCCCGGTGGCGGAA 
TTGGCGTCGATTATTTATGGCGCCGTGGTGATGTACAGCATTAATCCGTGGTTGAGTGTG 
GCTGTGCTGATTGGTGGACCGCTGCTGGTTGTGGTGGCTATTCAGGTCTCAAAGCCGTTG 
CAGAAGCGTTCGGGTGCTCGTCAGCAGGCGGTGGCACAGGCTGCGGCTACTGCAACTGAT 
GTGGTGCAGGGCTTGAGAATTTTGAAGGGTTTGGGCGCGATTGTCACGGTGCGCCGTCGG 
TACGAGGCGATTTCTGGTGAGGCTTATCGGAAGACGGTTCATGCGGATGCTGCGGAAGCT 
CGCTTGAATGGTGTCACCGATGCGGCGGGCGCCATCTTTGTGTCCGCGTTGGGTATTGGA 
GCAGGATTTTTGGCGCTGCAAGGTCAGATGAGTATTGGTGATTTGATCACGGTTGTGGGA 
CTCACACAGTTTTTGATCATGCCGATGACCATGCTTGGTCGAAATGTGGCATCGCGCTGG 
GCATCGGCGGAGGCGTCGGCAAAGCGTATTAGGGGAGTGCTCGGTGCTGATTTTGAGAGA 
GTGTCTGCGCATGATGCGGACAAGGCTGAGGAGATTATCCAACAACTTGCCAAAGGTTTG 
ACGGTTATTCGAGGCACTGATGAGCAGCTCGTTGAGGTATTAGAGCAGTTGCCACGTACT 
CGGGTGATTGTGGCTCCTCATGCGGCGGATCTTTTTGATCAAAGTGTCAGGGACAATGTG 
CATCCCGTGGCAGAGGTCGCGGAGAAAGCCATTGAAGTTGCCTCCTGTGACGATATTCCA 
GGTGGTAGTTCCAAGATTGTGGGCGAGGGTGGACGGTTGCTCTCGGGTGGTCAGCGTCAG 
CGCGTTGCACTGGCTCGGGCGATTGCTTTTGATCCAGAGGTGTTGGTGCTTCAAGATCCC 
ACAACGGCAGTGGATTCTGTGACGGAGCAAAACATTGCTCAGCAAGTGGCAGCACACCGT 
GCAGGAAAAGTGACCATTGTGTTTAGTGAGGCACCCGCGTGGAGTGCGGTGGCTGATCAA 
CACGTTGAGGCAGCTGCTTTGCGGGAGGTTATGAAA 

>RXN00 165 -downstream 
TGAGTGGGGAGACGTCGAAAAGC 
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>RXN00380-upstream 

CAGGCAATGCGACCTCGCCTCAGTGACATCCTTGGTGTTCCAAGACGATCAAATTGTCGG 
CGTGCATTACAACGAACCAGCTCAGGAGATTTGATCACTC 

>RXN00380 

GTGCGTTTGACCAAACTAGCAGCAACAATCGGCTGCGTGACACTCAGCGGACTTGCGCTA 
GTAGCCTGCAGCAGTGACAGTACCGCTGGTACTGACGCTGTTGCTGTCGGCGGAACCTTC 
CAATTCCACTCCCCGGATGGAAAGATGGAAATTTTCTACGACGAGGCTGACCGTCAACAA 
C T C C C C G AC AT T G G T G GAG AT T C C C T CAT G G AAG AG G G C AC AC AG AT C AAC C T G T C T GAT 
TTCGAAAACCAAGTTGTCATCCTCAATGCGTGGGGGCAGTGGTGTGCACCGTGCCGCTCC 
GAATCCGATGATCTCCAGATTATCCATGAGGAACTCCAAGCTGCCGGAAACGGCGACACC 
CCTGGTGGCACCGTGTTGGGTATCAATGTGCGTGATTACTCCCGCGACATCGCCCAAGAC 
TTTGTCACCGACAACGGCCTTGATTACCCAAGCATTTACGATCCACCATTTATGACAGCA 
GCATCCCTCGGTGGTGTTCCCGCATCGGTGATCCCAACCACCATCGTGCTGGATAAACAG 
CACCGCCCCGCAGCAGTGTTCTTGCGCGAAGTCACCTCCAAAGATGTGTTGGATGTTGCG 
TTGCCATTGGTAGATGAGGCC 

>RXN0 0380 -downstream 
TAAATGTCTGAGATTGTGGTAGC 

>RXN004 53-upstream 

TAGTGGGGCGTGAAAAAATAGCTCATTTAAGAGGAGAAGCAACCCCGTGGCGAAATTGCT 
ATTCAGGTTGGGGCGATGGTCCTATAATCGCAAGTGGATT 

>RXN00453 

GTGATTTCGGCATGGCTACTTATTTTGGCCATTGTTGGTGGTCTGGCCCTGACGATGCAG 
AAGGGGTTCAGTAACTCTTTCACTATTGAAGACACCCCTTCGATTGATGCCACTGTTTCT 
CTGGTTGAAAATTTCCCTGATCAGACGAACCCGGTGACGGCCGCCGGAGTTAACGTGGTT 
TTCCAATCCCCGGAAGGAACCACGCTTGATGATCCTCAGATGATGACTGCGATGGATGCA 
GTCGTTGATTACATTGAGGACAATTTGCCTGATTTTGGTGGGGGAGAGCGCTTCGGCAAT 
CCTGTTGAGGTGTCTCCTGCGTTGGAAGAGATGGTCATCGAGCAGATGACCAGCATGGGG 
CTTCCTGAGGAAACCGCTGCAAAGGATGCTGCCAATCTGGCGGTGTTGAGCGAAGACAAA 
ACCATTGGCTACACCTCTTTCAACATTGATGTTGAGGCCGCAGAATATGTGGAGCAAAAA 
CACCGCGATGTGATCAACGAAGCGATGCAAATCGGTGAAGATTTAGGTGTCCGGGTGGAA 
GCCGGTGGACCTGCTTTCGGTGATCCAATTCAGATTGAAACCACCAGTGAGATCATCGGT 
ATTGGCATCGCGTTCATCGTGTTGATTTTCACCTTTGGTTCTTTGATTGCTGCAGGCTTG 
CCTTTGATTACCGCGGTGATCGGCGTGGGCATTGGTGCGCTGGCAATTGTGCTGGCCACG 
GCGTTTACTGATCTCAACAATGTGACTCCAGTGCTCGCAGTGATGATTGGCCTGGCCGTG 
GGCATTGACTACGCGCTGTTTATTTTGTCTAGGTACCGTGCGGAGTATAAGCGCATGCCA 
CGTGCCGATGCTGCCGGAATGGCGGTGGGCACAGCTGGTAGTGCGGTGGTGTTTGCTGGC 
GCGACGGTGATTATCGCGCTGGTAGCCCTCATCATTGCGGATATCGGATTCCTCACGGCC 
ATGGGTATTTCTGCGGCGTTTACGGTGTTCGTGGCTGTGCTCATTGCGTTGACGTTTATC 
CCGGCGCTGTTGGGTGTGTTTGGTGGTCATGCGTTCAAGGGCAAGATCCCTGGAATTGGT 
GGAAACCCAACGCCAAAGCAGACGTGGGAGCAAGCGCTTAATCGTCGTTCCAAGGGTCGC 
TCATGGGTCAAGCTTGTACAGAAAGCACCGGGTCTTGTGGTGGCAGTGGTGGTCTTGGGT 
CTTGGTGCCTTGACCATTCCTGCAATGAACCTGCAGTTGTCACTGCCTTCTGACTCCACC 
TCCAATATTGATACCACTCAGCGTCAGTCGGCTGATTTGATGGCAGAGGGCTTTGGCGCG 
GGCGTTAATGCGCCGTTCTTGGTCATCGTCGATACGCATGAGGTCAATGCTGATTCCACC 
GCATTGCAGCCACTGATTGAGGCACAGGAGCCTGAAGAGGGCGAGTTCGATCGGGAGCAG 
GCGGCTCGTTTTGCTACCTATATGTATGTCACCCAGACCTACAATTCCAACATCGATGTG 
AAGAATGCGCAGATCATCAGCGTCAATGATGATTTCACTGCGGCGCAGATTCTCGTGACT 
CCATACACCGGACCTGCGGATAAAGAGACCCCTGAGTTGATGCACGTGCTGCGTGCGCAG 
GAAGCTCAGATTGAGGATGTTACGGGAACTGAACTGGGTACCACTGGGTTTACGGCGGTT 
CAGTTGGACATTACTGAGCAGCTGGAAGACGCAATGCCGGTTTACCTCGCTGTGGTTGTT 
GGTTTGGCTATTTTCCTCCTCATTCTGGTGTTCCGTTCCCTGCTTGTTCCGCTGGTTGCT 
GGCCTTGGCTTCTTGTTGTCTGTGGGTGCGGCCTTCGGTGCGACGGTGTTGGTCTGGCAG 
GAGGGCTTCGGTGGCTTTGTGAACACCCCTGGTCCGCTGATTTCCTTCATGCCGATCTTC 
CTCATCGGCGTGACCTTCGGTTTGGCCATGGACTATCAGGTGTTCCTTGTGACTCGCATG 
CGCGAGCACTACACCCACCACAATGGCAAGGGACAGCCTGGTTCCAAGTACACCCCGGTT 
GAGCAGTCAGTGATTGAAGGCTTCACGCAGGGCTCCCGCGTGGTTACAGCAGCGGCACTG 
ATCATGATTGCCGTGTTCGTGGCGTTTATTGATCAGCCGTTGCCATTTATTAAGATCTTC 
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GGTTTCGCGTTGGGTGCGGGCGTGTTTTTCGATGCTTTCTTCATTCGCATGGGTCTGGTC 
CCCGCGTCGATGTTCCTGATGGGCAAGGCCACGTGGTGGATGCCTAAGTGGCTGGATCGA 
ATTCTGCCAAGTTTGGACATTGAAGGCACCGCACTGGAGAAGGAATGGGAGGAGAAGCAG 
GCTGCACGT 

>RXN004 53-downstream 
TAGACTTGGCACCTATGTCAGAT 

>RXN004 93-upstream 

CCCGTTACGGCGGCACCGAGATCAAGTTCGGTGGCGTGGAGTACTTGCTTCTCTCCGCTC 
GTGACATCCTCGCAATCGTCGAGAAGTAGGGGATAAGTTC 

>RXN00493 

ATGGCAAAGCTCATTGCTTTTGACCAGGACGCCCGCGAAGGCATTCTCCGGGGCGTTGAC 
GCTCTGGCAAACGCTGTCAAGGTAACCCTCGGCCCACGCGGCCGTAACGTGGTTCTTGAT 
AAGGCATTCGGCGGACCTCTGGTCACCAACGACGGTGTCACCATTGCCCGCGACATCGAC 
CTTGAGGATCCTTTTGAGAACCTCGGTGCGCAGCTGGTGAAGTCCGTTGCTGTTAAGACC 
AACGACATCGCTGGTGACGGCACCACGACTGCAACTCTGCTTGCTCAGGCACTCATTGCT 
GAAGGCCTGCGCAACGTTGCTGCTGGCGCAAACCCAATGGAGCTCAACAAGGGTATTTCT 
GCAGCTGCAGAAAAGACCTTGGAAGAGTTGAAGGCACGCGCAACCGAGGTGTCTGACACC 
AAGGAAATCGCAAACGTCGCTACCGTTTCATCCCGCGATGAAGTTGTCGGCGAGATCGTT 
GCTGCAGCGATGGAAAAGGTTGGCAAGGACGGTGTCGTCACCGTTGAGGAGTCCCAGTCC 
ATCGAGACTGCTCTCGAGGTCACCGAAGGTATTTCTTTCGACAAGGGCTACCTTTCCCCT 
TATTTCATCAACGACAACGACACTCAGCAGGCTGTCCTGGACAACCCTGCAGTGCTGCTT 
GTTCGCAACAAGATTTCTTCCCTCCCAGACTTCCTCCCATTGCTGGAGAAGGTTGTGGAG 
TCCAACCGTCCTTTGCTGATCATCGCAGAAGACGTCGAGGGCGAGCCTTTGCAGACCCTG 
GTTGTGAACTCCATCCGCAAGACCATCAAGGTCGTTGCAGTGAAGTCCCCTTACTTCGGT 
GACCGACGCAAGGCGTTCATGGATGACCTGGCTATTGTCACCAAGGCAACTGTCGTGGAT 
CCAGAAGTGGGCATCAACCTCAACGAAGCTGGCGAAGAAGTTTTCGGTACCGCACGCCGC 
ATCACCGTTTCCAAGGACGAAACCATCATCGTTGATGGTGCAGGTTCCGCAGAAGACGTT 
GAAGCACGTCGCGGCCAGATCCGTCGCGAAATCGCCAACACCGATTCCACCTGGGATCGC 
GAAAAGGCAGAAGAGCGTTTGGCTAAGCTCTCCGGTGGTATTGCTGTCATCCGCGTTGGT 
GC AGC AAC T G AAAC CGAAGTCAACGACCGCAAGCTGCGTGTCGAAG AT GCC AT CAACGCT 
GCTCGCGCAGCAGCACAAGAAGGCGTTATCGCTGGTGGCGGTTCCGCTTTGGTTCAGATC 
GCTGAGACTCTGAAGGCTTACGCCGAAGAGTTCGAAGGCGACCAGAAGGTCGGCGTTCGC 
GCACTGGCTACTGCTTTGGGCAAGCCAGCGTACTGGATCGCCTCCAACGCAGGTCTTGAC 
GGCTCTGTTGTTGTTGCACGCACTGCTGCTCTGCCAAACGGCGAGGGCTTCAACGCTGCA 
ACTTTGGAATACGGAAACCTGATCAACGACGGTGTCATCGACCCAGTCAAGGTCACCCAT 
TCCGCAGTAGTGAATGCAACCTCTGTTGCACGCATGGTTCTGACCACTGAGGCTTCTGTT 
GT T G AG AAG C C T G C AG AAG AAG C AG C C G A T G C AC AT G C AGG AC AT CAT C AC C AC 

>RXN004 93-downst ream 
TAAAGTTCTGTGAAAAACACCGT 

>RXN0 05 35 -upstream 

AATCGCATGGGGCACCGTGGTCAGACACCGGATCGCGCTCCGCACCCCAAAAGATGGCTC 
CCTAAGGAGCTCACCTTTACTCAATGCTCTGATGACACCG 

>RXN00535 

ATGTGGTGGGCAGGCATGAGTACCGCGATGCTGGCATATTTCTTACAAACAGTAGCACTT 
GGTTTCGGCACCCTCTTGGTAGTGCAACCAGTGCTTGTCCTGTCGCTGATGTTCACGCTG 
CCGCTCTCAGCACGATTCAATGGCTACCGACTACGCCGAACTGAAATCTTCTGGGCTACC 
CTCCTCACCGTAGCCGTGGGCATCATGATCGTTTTGGGACGCCCCCTTCCCGGAAACCCC 
CACCCCCCACTCGATCGATGGATTCCAGTACTTTTAGTCGGCGTTGCAGTAATGGGTGGA 
ATGTGGCTGCTTGCGGAATACGTATTAAAGAAGGACAAAGCCCTCATCCTTGGTCTTGTG 
ACGGGTGCATTGTTTGGCTACGTAGCAGTGATGTCCAAAGCCGCGGTGGATCTTTTTGTC 
CATCAAGGCATAACGGGACTCATCTTGAACTGGGAAGGCTACGGCCTAATCCTCACCGCA 
TTACTTGGAACAATCGTGCAGCAGTATTCCTTTAACGCTGGCGAACTACAAAAATCGCTA 
CCCGCCATGACCATTGCCGAACCAATTGTTGCCTTCAGTTTGGGCTACTTGGTTCTGGGC 
GAAAAATTCCAAGTCGTGGACTGGGAATGGATCGCCATGGGCATCGCACTACTGGTGATG 
ATTGTTTCCACCATTGCACTGTCTCGTACAAGCACAATGCCGGCCGGATCGAAAAGG 
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>RXNO 05 35 -downstream 
TAAAACTCCAAAGTTCCCCCCGA 

>RXN0 057 5-upst ream 

GAAGCGTCCGCAGGCAAGAAAACGTCCCGGAAAACGGCGATAGGGGTCACCCGCGCATGT 
CCGGTTGCCGATCTATTTAAATACCAGGACAATTGCGTGC 

>RXN00575 

ATGGTTGAAAGAGACTTCACTATCCGACCAATCCGCGAGGGTGATTTCCCTCAGGTGAGG 
GACATCTACGAATTGGGCCTGGAGACGGGACATGCGACTTATGAGACTTCTGGTCCCACG 
TGGGACCAGTTCTCCCAATCTAAAATCATGGATACCGTCATGGTGGCGGTAGAAAACAAC 
GACCCGGACTTCATCCTCGGATGGGTGTCTGCTGCTCCAATTTCAAGCCGACAGGTTTTC 
CATGGAGTGGTGGAAGATTCCATCTATATCCACCCCCAGGGCCAAGGCCGAGGAATCGGC 
GGCGCTTTGCTCGACGCCCTTATCACCTACTGCGAAAGCAACGGCATCTGGTCGATCCAC 
TCCTGGATCTTCCCGGAAAACCTCGGTTCTGCGAAACTGCATGAATCGAAGGGCTTCGTG 
AAGGTGGGCACCATGCACCAAATGGCAAGGATGCCCTACGGCGAGATGGAAGGACAATGG 
CGCGATTGTGATCTGTGGGAGTGCCTCTTATCCGTTCCAGAGCAAGCTCAAAGTTCC 

>RXN0 05 7 5 -downstream 
TAAAGCAATTTAAATCTGACTTT 

>RXN007 8 6-upstream 

TCCTTCTTCCACCAGCTAAAAGTGAATTACCCCGCCTTTGTCGGGGTGGTTGCATTCCCA 
GTCTAGGTGTTTAGCCTCAACGTTGGATACGCTGGGAGGC 

>RXN00786 

ATGAGCTCACCTGTTATCAGCCCCGAAACCAAAACCGGAAAGAAGATCCTGCTTGCAGCC 
CCTCGCGGATACTGTGCCGGCGTAGACCGTGCAGTGGAAACCGTCGAGCGCGCGCTCGAG 
GAATACGGCGCCCCAATTTATGTCCGTAAAGAAATCGTGCACAACCGTTACGTTGTGGAC 
ACCCTGGCAGAAAAGGGCGCGATTTTTGTCAACGAAGCATCTGAAGCACCAGAAGGTGCC 
AACATGGTGTTCTCTGCACACGGCGTGAGCCCAATGGTCCACGAAGAAGCTGCAGCTAAA 
AACATCAAGGCTATTGACGCGGCCTGCCCGCTGGTCACCAAAGTGCACAAGGAAGTCCAG 
CGCTTTGATAAGCAGGGATTCCACATTCTCTTCATCGGTCACGAAGGCCATGAAGAAGTA 
GAGGGCACCATGGGTCATTCCGTTGAGAAAACCCACCTGGTTGACGGCGTTGCTGGCATT 
GCCACCCTGCCTGAATTCTTAAACGATGAACCAAACCTGATCTGGCTGTCTCAGACCACG 
CTTTCTGTGGACGAGACCATGGAGATCGTCCGCGAGCTGAAGGTGAAGTTCCCTCAGCTG 
CAGGATCCACCGTCAGATGATATTTGCTACGCCACGCAGAACCGCCAGGTTGCCGTCAAG 
GCTATCGCTGAGCGCTGCGAGCTGATGATTGTGGTCGGTTCCCGCAACTCCTCCAACTCG 
GTTCGTCTGGTTGAGGTCGCTAAGCAAAACGGTGCCGATAACGCCTACCTGGTGGATTAC 
GCCCGCGAAATCGACCCAGCATGGTTCGAAGGCGTAGAGACCATCGGTATCTCCTCCGGC 
GCTTCCGTGCCTGAGATCCTCGTCCAGGGCGTCATTGAGCGCCTGGCTGAGTTCGGCTAC 
GACGACGTCGAGGAAGTCACCTCCGCCGCTGAGAAGATTGTTTTCGCGCTGCCTCGCGTG 
CTGCGCCACAAGAAT 

>RXN007 8 6-downstream 
TAATTGCAAGAATGAAAAATCCC 

>RXN007 8 8 -upstream 

CGCATCCCTCTAGTTTTCCATCACCTCAATGAACGGCGCTAACTCCGGTTCATTGCGCAA 
TTGATCCAGCACTGCTTGCAGTGAGGCCTCATTAGTTGGC 

>RXN00788 

ATGGCCTCCTCCATCAACATCGGAGTGTTCAACCTTGGAAATGCTGTTGCTGCCTGGCTT 
GCTGGTGCAACCATCACCACTTCCCTTGGACTCACATCAGCCGGATTAGTTGGCGGTTTG 
ATGACGTCCCTCGGACTAGTGTTGGCCATCGTGGCTGTGGTTTTGCGTCGAAAAGCGCAA 
GGCACCCAAGCGACCATCAGCGTTGTGGAGCACCAGCCCGCCCAA 

>RXN007 8 8 -downstream 
TAAATAATTTCTCTCTTCTAATT 



Appendix A, Page 35 



v^jpey Docket No.: BGI-124 
>RXN00803-upstream 

TCATCCTTCCTTAGCTCGCGTGAGCTTCCCAAGCGTAAGCACCCCCGTGTGAGGGCATAA 
CGGCCGTTCTGTTAAAGATTGGTCTGGCCATTTCCTCCAT 

>RXN008 03 

ATGGGGGTGTCCGCGCTTAACATGTCTGACATGGTGGCGAACAAACGGGCACAGCGTAAA 
GTCTGGCTAGCGGTAGCTTTATCGGTCTTTACGGTCGCGTGGGGTGGCAATGAATTCACT 
CCCTTGCTGGTGTTTTACCGAGGTGAAGGGTTCTTTAGCAACCTGTTCATCGACCTTTTG 
CTGGTGTTTTATGCCATCGGAGTAGCGGTAGGTTTGCTGGCAGCTGGTCCTTTATCTGAC 
CGCTATGGCCGACGTGCCGTCATGTTGCCTGCGCCATTGATCGCGATCTTGGGTTCCGCG 
TTGATTGCCTCGGGTGAAGAAACCGCCATCCTGATTGCCATTGGTCGAGTGCTGTCGGGA 
ATTTCGGTGGGCATGGTGATGACAGCGGGAGGTTCCTGGATTAAGGAGCTTTCATCGTCG 
CGGTTTGAGCCAGGGGTGAAAACCAGTGCTGGTGCAAAACGCGCATCGATGTCTTTGACC 
GGTGGTTTTGCGCTCGGCCCAGCGCTTGCTGGTGTGATGGCACAGTGGCTGCCACTACCT 
GGACAGTTGGCATATGTTTTGCACATTATTCTCACTCTGATTTTGTTCCCGTTGCTTATT 
ACAGCGCCGGAAACTCGTCAATCAGCGCACCTGAAAACTAAGGGATCATTCTGGTCAGAT 
GTGCTTGTGCCATCTGCACTAGACAAGCGATTCTTGTTTGTGGTTGCTCCAATTGGACCG 
TGGGTTTTCGGTGCGGCCTTCACTGCCTACGCAGTTTTGCCGTCGCAGCTGCGTGACATG 
GTTTCTGCACCCGTTGCGTATTCTGCGCTGATCGCTTTGGTTACCTTAGGTTCTGGATTT 
GGTATCCAACAATTCGGTCCTCAAATCATGGGCACCTCTAAAACTCGCGGGCCGATTTTG 
GCCATGTTCGTCACAGTCATCGGCATGATCGGCGCGGTGATCGTGGTGATGAACCCTCAT 
CCATGGTGGGCGCTAGTTGGCTGCATGGCCCTCGGCCTGTCTTATGGCCTGTGTATGTTC 
ATGGGGTTGGCGGAAACTCAAAACATTGCTCCACCTATTGATATGGCAGGCCTGACGGGT 
ATTTTCTACTGCCTGACGTACGTAGGTATGGTCTTTCCAGCCTTGATGACCTGGTTGAAT 
CAATGGCTCAGTTACCCGTTCATGCTGGGCTTTGGTGCGGTGATGGCAACTATTTGTCTG 
ATCATTGTGAGTTTTAGTGCACGCCGATTC 

>RXN00803-downstream 

T G AG AAAC AAC T AAAG T GAG C C A 

>RXN0082 9-upstream 

TGTTTTAGCCATGGACCCCATACTAGGGAGAGTTTTGTTTTGGTGCTAGAAAAGGTTCAC 
CAAGCGCGAACAGGCCTATGCAAACGGTACGATATGACAC 

>RXN00829 

ATGCAAAAAGCTGATTCCCATGATTGGATTTCGGTCCACGGTGCGAATGAAAACAACCTC 
AAAAATGTGTCGGTGCGCATCCCTAAAAGGCGTCTCACCGTGTTCACGGGTGTGTCGGGA 
TCTGGCAAGTCCTCGCTGGTGTTCGGCACAATTGCTGCGGAATCACGCCGGTTGATCAAC 
GAAACCTATAGCACTTTTGTGCAAGGTTTCATGCCGTCGATGGCAAGGCCCGATGTTGAC 
CAT T T G G AAG G C AT C AC C AC G G C GAT CAT C G T C GAT C AG G AG C AG AT GG G C G C AAAC C C A 
CGGTCTACGGTGGGTACCGCAACTGATGCCACCGCGATGTTGCGCATTTTGTTTTCCCGA 
ATCGCGGAACCTAACGCGGGTGGCCCGGGAGCTTATTCCTTCAACGTCCCCTCTGTTTCC 
GCATCCGGCGCCATCACGGTGGAAAAGGGCGGAAACACCAAGCGGGAGAAAGCTACCTTC 
AAACGCACGGGTGGCATGTGCCCAGCGTGCGAGGGCATGGGCAGGGCCTCAGACATCGAC 
CTCAAAGAGCTTTTCGACGCCTCCCTCTCCCTCAACGACGGCGCCCTGACCATCCCCGGT 
TACACCCCAGGTGGATGGAGTTATCGGATGTATTCAGAATCGGGCCTTTTTGATGCTGCC 
AAGCCGATTAAGGATTTCACCGAGGAAGAACGCCACAACTTCCTTTATCTTGAGCCCACC 
AAGATGAAGATCGCTGGCATCAACATGACCTATGAGGGTCTTATCCCCCGCATTCAGAAA 
TCCATGTTGTCTAAGGATCGCGAAGGCATGCAGAAGCATATTCGTGCGTTCGTGGATCGA 
GCGGTTACCTTCATTCCTTGCCCTGCGTGTGGTGGAACTCGATTAGCGCCACATGCCTTG 
GAGTCCAAGATCAATGGCAAAAACATCGCTGAGTTGTGCGCGATGGAGGTCCGTGATTTG 
GCCAAGTGGATCAAAACGGTGGAAGCCCCCTCGGTTGCTCCCCTGCTCACCGCACTGACT 
GAAACCCTGGATAACTTCGTGGAGATCGGTTTGGGCTATATCCAACTCGATCGCCCCGCT 
GGCACGTTGTCTGGTGGTGAGGCACAGCGCACCAAGATGATCCGCCATTTGGGCTCTGCA 
TTGACTGACGTCACCTATGTTTTTGATGAACCCACCGCCGGTTTGCACGCCTACGACATT 
GAACGCATGAACAAGTTGCTGCTCGATCTTCGCGATAAAGGCAATACCGTTTTAGTCGTG 
GAGCACAAGCCGGAAACCATCGCCATTGCAGATCATGTGGTGGACCTTGGGCCAGGTGCA 
GGCGCGGGTGGAGGTGAAATTCGGTTTGAGGGGAGCGTCGACAAGCTTAAAGACAGCGAC 
ACCGTGACTGGCCTCCATTTTAATGACCGGGCGTCATTGAAGGAATCCGTGCGTGCGCCG 
CATGGCGCCCTGGAGATCCGCGGGGCCGATCGAAATAATTTGAACAATGTGGATGTCGAT 
ATTCCGCTCGGCGTGTTCACGGCGATTTCCGGCGTTGCAGGTTCGGGTAAGTCCTCGTTG 
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ATTCATGAGATTCCGCGTGATGAGTCGGTTGTGTTTGTCGATCAAACCGCAATCCACGGT 
TCTAATCGTTCCAATCCTGCGACATATACAGGCATGCTGGATTCGATTCGCAAGGCTTTT 
GCCAAGGCCAATGATGTGAAACCGGCGCTGTTCTCCCCCAATTCTGAAGGCGCGTGCCCA 
AACTGTAAGGGCGCCGGCTCGGTCTATGTCGATTTGGGCATGATGGCTGGGGTATCTTCG 
CCGTGTGAGGTGTGCGAGGGCAAGCGTTTTGATGAGTCCGTGTTGGACTACCACTTTGGT 
GGCAAGGACATCGCAGACGTGTTGGGGCTGTCGGCTGCCAATGCGTATGAGTTTTTCGCG 
GCGAAAGATTCAAAGATTTTGCCTGCGGCAAAGATCGCAAAGAGGCTTGTCGACGTCGGC 
CTCGGCTACATCACCCTCGGCCAGCCGCTCACCACGTTGTCCGGCGGTGAACGCCAGCGT 
TTGAAGCTCGCCACCCACATGGCAGACAAGGCCACCACCTTTATTTTGGATGAGCCCACC 
ACAGGCCTGCACCTCGCTGATGTGAAAACCTTGCTGGATCTTTTTGATCAACTGGTTGAT 
GACGGCAAGTCTGTCATCGTCATCGAACACCACCTCGGCGTGCTCGCTCACGCTGACCAC 
ATCATTGATGTCGGCCCTGGTGCAGGTTCTGATGGTGGCTCGATTGTATTCGAGGGCAGC 
CCCGCGGAACTCATCAAAACTGATACTCCAACAGGACGCCACCTTAAAGCTTATGTAGAT 

>RXN0082 9-downstream 
TAGTTTCTTATGGAAAACCCTGG 

>RXN00833-upstream 

AGCTTTTTGCATGTGTCATATCGTACCGTTTGCATAGGCCTGTTCGCGCTTGGTGAACCT 
TTTCTAGCACCAAAACAAAACTCTCCCTAGTATGGGGTCC 

>RXN00833 

ATGGCTAAAACACATTTTCAAGGCAACGAAACTGCTACCTCCGGCGAACTGCCACAGGTC 

GGCGACAACCTCGCAGAGTTCAACCTCGTCAACACCGAACTGGGCGAGGTCTCCTCAAAG 

GACTTCCAGGGCCGCAAGCTTGTCCTGAACATCTTCCCATCCGTTGACACCGGCGTTTGT " 

GCAACATCAGTCCGCAAGTTCAACGAGGCAGCAGCAAGCCTGGAAAACACCACCGTGCTG 

TGCATCTCCAAGGATCTTCCATTCGCACTGGGCCGTTTCTGCTCCGCAGAAGGCATCGAG 

AACGTCACCCCAGTATCCGCATTCCGTTCCACCTTCGGTGAAGACAACGGCATCGTGCTC 

GAAGGCTCACCACTTAAGGGTCTTCTTGCACGCAGCGTCATCGTCGTCGATGAAAACGGC 

AAGGTTGCTTACACCCAGTTGGTTGATGAGATCTTCACTGAACCTGATTACGACGCTGCA 

CTTGCTGGGCTGAAC 

>RXN008 33-downstream 
TAATTTACTTCGCTCAGGGGAAT 

>RXN00 901-upstream 

TTTTAAGTATTGGTGCTATCTTCCGGTGCTGATGGTACCTGAATGAAAATTTCTAATTAA 
AAATACCCCCAAATCTTCGATATAGATACACGAGACAGTG 

>RXN00901 

ATGCAGAAAAAACAACAGCTGAGCACCGCCCTGATTATGGGATTGGCATTATTGTCAGCC 
AGCTCCGCGCTAGCGACTGATATGTATTTGCCGGCAATGCCTGGTATTGCGGAAGATTTG 
GGGACAACTGCACCGATGGTGCAGTTAACTCTTTCTTCCTTTATGGCTGGAATGGCGATT 
GGCCAATTGATCATTGGTCCTTTGTCGGATCAATTGGGAAGGAAAGGCCTGCTCGTTGCA 
GGTGCGGTGGCTGCGCTGGTCGCTAGTGTGGTGTGCGCGCTGGCGCCGTCGATAAGCGTA 
TTAGTGATCGCACGCCTGGTGCAGGGGCTTGGCGGCGGTGCGTGCGTGGTATTGCGCGCG 
CGATCGTGCCAGACCTTGAACGCGGACAAAAGGCTGCGCACGCCTTTGCACTGC 

>RXN00901-downstream 
TGATGATTATTCAGGGAATTGCT 

>RXN00932-upstream 

CCCAATTAATTTATGCACTTCGGTGAGGTTACTCACAAAGAGTAGCGTGCAAAGCCCAGC 
AATAAGGTGATGTTTCAACGATTAGGTTACGGTAGGGGCC 

>RXN00932 

ATGACGCCACAGAAACTTCACCGTTTTGCAGCCCTTTTAGAAATGGGTAGCTGGACCCTG 
CTGATCATCGGCATGATCTTAAAATACAGTGGAGTGACAGACGCCGTAACCCCTATTGCC 
GGCGGTATCCACGGCTTTGGCTTCCTCTGTTTTGCAGCCATCACCATCACCGTGTGGATC 
AATAATAAGTGGACATTCCCGCAGGGTATCGCAGGTTTGATCGTCTCTGTTATCCCGTGG 
GCTGCATTGCCATTTGCATTGTGGGCAGACAAGAAGGGCCTCGTTGCCGGCGGATGGCGC 
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TTTTCAGATCCGTCCGAAAAGCCACACACTTTCTTTGACAAGATCTTGGCTCAATTGGTC 
AGGCACCCAATCCGATCCATTTTAATTCTGCTGGTGATTATCGCCGTCGTCTTCTCTATC 
TTGCTGGC G AT GGG AC C AC C T TAT GAT C C AG AT G C CAT C G C AAAC AC T G T GG AT 

>RXN00932-downstream 
TAAACAACAGCCTCCTTCACATG 

>RXNO 0937 -upstream 

AGCTGCCGGTCAATGAAGAAAATCCTTGGCCGGGAATAACTACAGTCCGCTGAAAGTTGG 
T C TAT AT AT AG AC C T T AC AAAT C T T G AAC GG AG AT T C T T A 

>RXN00937 

ATGGCAACCATCGATGTAACCGAAGAAACATTTGAGAGCACAGTTACCGGCGACGGAATT 
GTCCTCGTAGACGCATGGGCATCCTGGTGCGGACCTTGCCGCCAGTTCGCCCCAACCTAC 
GAGAAGGTTTCCGAAACCCACACCGACGCAACCTTCGCCAAGCTTGATACCGAAGCAAAC 
CAGGGCCTGGCTGCAGCACTGCAGATCCAGTCCATCCCAACTCTGATGGTTTTCCGCGAC 
GGCATCATGGTCTACCGCGAAGCCGGCACCATGCCAGCTCCTGCACTGGATGATCTGGTC 
AACCAGGTTAAGGCACTCGACATGGATGACGTTCGTCGCCAGGTCGCAGAGCAGCAGGGT 
TCTGCAGAGGCA 

>RXN0 0 937 -downstream 
TAAGCTTCCAATTGTGTTTTGGT 

>RXN01010-upstream 

GTGCCAAAGCGTTTCCTGTAAAACGCATAACCCCGAATACCCCCTGTTTCCAGATCCAAA 
AAAAGATCTGGCAGGGGGTTTAGGCATAGATTAGGAACTT 

>RXN01010 

ATGAAGAAACTGCAAATGCCGGCCATTTTGGTCGGAGGCTTTGTGGGGCCGTTTACTGGC 
CAAGCTCTATCAGTGGTCTTGCCGGAATTTGCAGACACCTTTGATATCAGTGTCAGCCAG 
GCAGCGCTGACCATGACCGCATACTTGTTGCCCTTTGCCACCATGATGTTGTTTTCGGGG 
CGCATCACCAGAAAGATCCATCCGCATAAGGTGGTGCAGGCGGCTTATATTGTCACACTG 
CCACTTGCGCTGTTGCTCCTAGTTACACCATCGTGGGGGCTGTTTATGGCTGCGTATGCC 
ACGATTGGTATCGCTAATGCATTTACCACTCCGGTGCTGCAAATTATGTTGCGTGAGCTT 
GTTCCGCCGCGTTCTTTGGGTAAGGCATTGGGCACCTATGCTGCGATGCAATCACTCGGC 
ATGTTGTCGGCGCCACTGATCGCAGGTGTGTCTTCGGTGGTGTCGTGGAGGTTGACCTTC 
CTGGTCACTGCAGCAGCGTCACTGTTTATTTTGGTGGCGCGACTCCCCGTTGTTCCACCA 
CCATCAGCATCGAAGCAAAACGTTAGTGGCAAGGTGCAGTGGGGACCGACCATCATCCAC 
ATGGTTTCCGGCTTTGTGGTGGGCATCGGCATCATCGGCATTGGATTCATGACATCGCTG 
CACGTTGGCGAGCAATTCGGACTTGATGCTGCAGCGCGTGGTTTGGTGGTCATGTGTGGT 
GGCCTGGCTGCGTTCTTTGCCTCCCGCAAGATTGGCGATTTGGCAGACAAATTTGGTGTG 
CGCGCGGTGCTCATTGTCAGTGCTGTCATCGGTACCATCGCACTCGCACTGCTGCCGATC 
GCACCGTGGATCATTGTGGTGGCCGTACTGTGGGCCTTCGCAGTAGCAGCAGCACAAGGA 
ATCCAAGCAACCGTCAACTTGGCTGTCATCGGAAGCCCCGGTGGATCATCGCTGCTTTCT 
ACCGTGCAGGCTTTCCGATTCTTCGGATCAGCGGCAGCACCAGTGACATTCCTTCCTATC 
TATATGGGCATCGGCTCGGGGGCGTTTTGGGTCAGCGCGGTAGCGCTGTTCTTCGTTGCC 
ATCGCCCAGTGGCTCAACCCGCAGCGGGTGGAGCGGGGC 

>RXN01010-downstream 

T G AG G GAG AC G T C G AG AAG C G T C 

>RXN0 10 91 -upstream 

TCGTCGGAAAAACTGGCGATACTATTGATAACGGGCATGGGTTCACCTTCGATAAAGCAC 
GGTCTATGCTGGACTATCGCCTTTTGACACGAGTATCGCA 

>RXN01091 

ATGGTCCCGAACACAGTCCTTATCCATGACGAAACCGCCGATCTGGCGACGCAGATCCAG 
CGGCTGGAACATATCATGGCGTGCCTGCGCGATCCGGTCAGCGGATGCCCGTGGGATATT 
GAACAGACCTTTGCCAGCATCGCGCCCCACACGATTGAGGAAGGCTACGAGGTTGCCGAC 
GCCATCGCGCAGGAAGACTGGCCCGAGCTACGCGGCGAGTTGGGCGATTTGCTGTTTCAG 
ACCGTGTTTCACGCCCAAATGGCGCGCGAGGCAGGCCATTTCGCTTTGGTTGACGTGGTG 
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AAGGCAATTTCGGACAAGATGGTTTTGCGCCATCCGCACGTGTTCGGCGCGCAGTCGAAC 
GCGAAATCCGCCGACCAGCAGGTGGAAGATTGGGAAGTCATCAAGGCGCCCGAGCGCGCG 
GGCAAAGCGCAAAAGGGCGTTTTGGATGGCGTCGCGCTGGGACTGCCTGCCCTGATGCGC 
GCGACGAAGCTGCAAAACAACGCCGCGCGCGTTGGGTTTGATTGGCCCGACATTGGGCAG 
GTACTTGGAAAGGTGACCGAGGAA 

>RXN01102-upstream 

ATTCTATGGTTGTTGGGAGAGATGACTTAATTTGGAATCACGGGCTTTAACACGCGCTGA 
CATTGAGCAACTTCCCAGCATGTGGAAAAGCCCAGGTTTC 

>RXN01102 

GTGGCTGTCCTCGTGGCGGTTGCAGCAGCGTTCGGCAGTTGGTCACTCCTTCTTCCCGTC 
GTACCGCTAGCGGTCCTCAACAACGGCGGATCAAGCGCTGTCGCCGGTGCCACCACTGGC 
ATCTTCATGGCAGCTACAGTGATCACTCAGATTTTCACTCCCGCTGCGCTGCGGAAAATT 
GGCTACACCCCAGTGATGGCTTTCGCCGCATTCATGCTGGGTGTGCCAGCCATCGGGTAC 
ATCTTCAGCGTCGAGCCAATTCCAGTGCTGGTAGTGTCCGCACTTCGAGGAATTGGGTTC 
GGTGCGCTCACCGTCGCAGAATCTGCGTTGGTGGCTGAACTCGTTCCCGTACGCTTCTTG 
GGCAAAGCTTCTGGAATGTTGGGCGTATTTATTGGCCTTTCCCAAATGCTTTTCCTGCCT 
GCCGGGTTGGCGTTAGGTGACCAATTTGGCTACAACGTGGTCTATGTTTTAGGTGCCGTT 
ATCGCACTAGTTGCAGCGGTGATGTGTCTGCGTATTCCGCAGGTTAAGGCAGCGGCAAAG 
CAGCAACCACAGGTGAGCGAACAGGAGCGTTCTGTTTCCACCTGGAAGTTGGTGCTGGTT 
CCCTCCTTGGCTGTTACCAGTTTGTCAATGACTTTTGGCGCAGTGTCTTCATTCCTTCCA 
GCTGCAGTCATTGAGTTAGATCCAGGATTAGGTGCTGCATTAGCGGGTATTATTTTATCC 
ATTACCGGTGGTTCTTCAATGGTGTTCCGCTACCTGTCCGGCGTTATCGCTGACCGCCGC 
GGTGTGCCTGGTACCACGATGATTCCTGCTCAGATCATTGGGTTCTTAGGTGTCGTTTTA 
ATCACCGTCACAATCTTCCAAGGCTGGTCCGTGTGGCTTTTGATTATAGGTGCAGTGATG 
TTTGGTGGTGCTTTTGGCATGGTGCAAAACGAAGCGTTGCTTTCAATGTTTTTCCGGCTT 
CCTCGCACTAGAGTCTCCGAAGCCTCCGCCATCTGGAATATCGCCTTTGATTCGGGAACA 
GGAATCGGAAGCTTCCTCCTTGGCATAGTTGCCGCATCGCTTGCTTACAGTGGTGCTTTT 
GGTTCCGGAGCCGTGGTGATTTTGTTTGGAATCGTTTTGACCACCGCCGATCGAATCATT 
GGGCGGCACCGCATTACTGAATACAACAACACCCGCGCGCGTTTGCGCCAGGTGCCAGTC 
GCTCGGCGTGCAGTGCAAGGGCTGCGCAACAGGCGCAAAGATCGC 

>RXN01102-downstream 
TAAAACGCTTTTCGACGCCACCC 

>RXN01190-upstream 

CAGGGTTTTGATGAGAACAACACACACCGCTTCAAGCATTCTGCGAAGAATGATCAGGCG 
GCAGCGGGGCAAGGTTGCGTTTGGCGCATTCTTTTTGGGG 

>RXN01190 

ATGTGGCAGCTGTCGGAAGCATTGGTGCCGATTGCGATTGGTTTGATCGTTGATCATGCG 
GTTCTCACAAAAGATCTCCGCCGATTAGTGGTCGGGCTTGTCGCTTTTGTTGTGCTGTTT 
GTGGTGTTGAGTTTTTCTAATCGTTTCGGTTCGCGCGCGTTGAATAGGGCCGTGAACTTT 
GAATCCCATGCGCTCCGCGTAGAGGTAGCCGATCATGCGTTGAAGAATCTGGATCCGCGC 
AATTTGGTGCCTGGCGAGGTGATGTCGCGGTCCACCGCAGATGCGGATTCTTCGACGCGT 
ATTTTCGGGCAGATCGGAACCGGTGTTTCGGCTGCGACGGGATTTCTTGGTGCAGCGACC 
TACCTGTTGATCAGTGACTGGCTGGTCGGGTTGTTGGTGCTTGTGCTGGTACCGATCATT 
TCGGGAGTGGTTGCACTGGCTAGCAAGGGCATTTCTAAAAGGAGTGTCACCCAGCAGGAG 
AAGTTGGCGGAGTCTGGTGCGCAGGCAAGTGACATCATGATGGGGCTGCGCGTGATCAAG 
GCGATCGGTGGCGAGCGTTGGGCCGTGAAGACTTTTGAAAAGGCGTCGCAGGCATCAGCG 
AGAGCGGCGGTTGATACTGCAGTTGCTTCGGGCAAAGTCGCTGGTATTGGTGAGTTGTCC 
ATTGCGGTGAATTTGGCTGCGGTGTTGTTGCTTGCTGGTTGGCGGGTCACCACGGGGGAG 
TTGGGGCCTGGCCAGTTGATCGCAATTGTGGGTGTGGCGGTGTATTTGTCAGAGCCGATT 
CGCTTGCTGAGCAACTCGATTAATGCCTCAGCTATTGCGCACGGTGCAGCGGAGCGGGTG 
GCTAATTTCTTAAACCTCGACGAATCTCAGGCACAGTACGAAAGCAGCGAAACAATCAAT 
GACGGCGAATTCCTCGTCATCGTGCCCCCAGCCAGCACGCTTCCACACGGCGACAATATC 
TTGGCTACACCTCATGCTGCCGACATTTTCGAAGGTACCTTGCGGTCAAATATTTCCATG 
AATCATGAGGACAACGTGCCAATTGATCCGCAGGTAATTCGCGCTTCTGGTCTGACTGAC 
ATCATTGAGGTGGACGGACTTGATGCGCCGGTGCGCGATACGGGAAGCAATTTATCGGGT 
GGGCAGCGTCAGCGAGTGGCTTTGGCCAGGGCGTTGCATGCAGACGCGGAAGTACTGGTG 
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CTGATGGATCCAACCAGCGCGGTGGATTCAGTGACGGAGGTGTCTATCGCGCAGGGGATT 
AAGCAGCTGCGAGCAGGCAAAACCACCATTGTGGTGAGTTCTTCGCCCGCGTTTTACAAC 
TTGGCGGATCGGGTGATTTCACATGTC 

>RXN01 190 -downstream 

T AAT T T GAT G G C AT CAT C G AC AC 

>RXN01320-upstream 

GTGAATGGCACGACATGCCACAAGGCACGCAAGCTGATTTCCAAGCCTGCTGTCGCAAAG 
CAATTAAAAATACTTTTCTTCTTAGAGGTGGATTTTCAGA 

>RXN01320 

ATGACATCACAGGTCAAGCCGGACGACGAACGTCCGGTAACAACAATTTCAAAAAGTGGT 
GCACCTTCGGCCCACACCTCAGCACCATATGGTGCAGCAGCAACTGAAGAAGCTGTCGAG 
GAAAAAACCAAAGGTCGCGTTGGATTTATCATCGCAGCCCTCATGTTGGCGATGCTTCTT 
AGCTCCTTGGGTCAGACCATTTTCGGTTCTGCCCTGCCAACGATTGTTGGTGAGCTTGGC 
GGCGTTAACCACATGACCTGGGTGATTACCGCCTTCCTCTTGGGCCAGACCATTTCATTG 
CCTATTTTCGGCAAGTTGGGTGACCAGTTTGGTCGCAAATACCTCTTCATGTTTGCCATC 
GCACTGTTCGTGGTGGGTTCCATCATCGGTGCTTTGGCTCAGAACATGACCACCTTGATT 
GTGGCTCGTGCACTGCAGGGTATCGCCGGTGGTGGCTTGATGATTCTTTCTCAGGCAATT 
ACCGCTGATGTCACCACCGCCCGTGAGCGTGCAAAGTACATGGGCATCATGGGTTCCGTT 
TTCGGACTGTCCTCCATCCTTGGCCCATTGCTTGGTGGCTGGTTCACTGACGGTCCAGGC 
TGGCGTTGGGGTCTGTGGTTGAACGTTCCAATCGGCATCATCGCACTGGTTGCTATCGCT 
GTGCTGCTGAAACTTCCAGCTCGTGAACGTGGCAAGGTCTCCGTTGACTGGTTGGGAAGC 
ATCTTCATGGCTATCGCCACCACCGCATTTGTCCTCGCAGTGACCTGGGGTGGCAATGAA 
TATGAGTGGGCATCACCAATGATCATCGGTTTGTTCATCACGACATTGGTCGCTGCGATA 
GTGTTCGTTTTCGTCGAAAAGCGTGCTGTTGACCCACTGGTCCCCATGGGCCTTTTCTCG 
AACCGCAACTTCGTGCTCACCGCCGTCGCCGGTATCGGCGTAGGCCTGTTTATGATGGGC 
ACCATCGCGTACATGCCTACCTACCTGCAGATGGTTCATGGTCTGAACCCAACGCAAGCT 
GGTCTGATGCTGATCCCAATGATGATCGGCCTGATTGGTACATCCACTGTGGTGGGCAAC 
ATCGTGTCCAAGACTGGCAAGTACAAGTGGTACCCATTCATCGGCATGCTCATCATGGTC 
CTTGCCCTAGTACTGCTATCGACGCTGACACCTTCGGCAAGCTTGGCTCTCATTGGACTG 
TACTTCTTCGTCTTCGGATTCGGCCTGGGCTGTGCAATGCAGATTTTGGTTCTCATCGTG 
CAGAACTCCTTCCCAATCACCATGGTTGGCACCGCGACCGGTTCCAACAACTTCTTCCGC 
CAAATCGGTGGAGCAGTAGGTTCCGCACTGATCGGTGGCCTGTTTATCTCCAACCTGTCC 
GACCGATTCACCGAAAACGTCCCCGCAGCAGTGGCTTCCATGGGTGAAGAAGGCGCACAA 
TACGCCTCAGCAATGTCCGATTTCTCCGGTGCATCCAACCTCACTCCACACCTTGTTGAA 
TCACTTCCACAAGCACTCCGTGAAGCAATTCAACTTTCTTACAACGACGCCCTGACACCA 
ATCTTCTTGGCGCTCACCCCGATCGCAGTAGTCGCCGCGATCCTCCTCTTTTTCATCCGT 
GAAGATCACCTCAAGGAAACGCACGAA 

>RXN01320-downstream 
TAATGACACACGAAACTTCCGTC 

>RXN0134 5-upstream 

CATAACCTCATTGAACATGCAAAACTAATGCTTTTGGGGGGTATGCATAAATTCGTTTCG 
TTCCACTGCACAGCCCGAAAATGCTGCTAGGGTCAAGTTC 

>RXN01345 

ATGCGTTTTGGACTTGACTTGGGAACTACCCGCACAATCGCGGCCGCCGTGGACCGCGGA 
AACTATCCCATCGTCACTGTGGAAGATTCTTTAGGCGACACCCACGATTTCATTCCATCT 
GTGGTGGCCCTCAAGGCAGATAGGATTGTCGCGGGTTGGGATGCTATTGAGGTTGGGCAG 
GACCACCCTTCCTTCGTACGTTCTTTCAAACGCCTACTCTCTGAACCCAATGTCACGGAA 
GCCACCCCGGTCTACTTGGGCGATCATGTACACCCTTTGGGCGCCGTCCTGGAGGCTTTT 
GCGGAAAACGTGGTCACTGCGCTGCGTGCATTTCAGACGCAATTGGGAGATACCTCCCCG 
ATCGAAGTAGTCATTGGTGTGCCCGCCAACTCCCACAGCGCCCAGCGACTGCTCACCATG 
TCCGCCTTCAGCGCCACAGGCATCACCGTTGTCGGTTTGGTCAATGAGCCCAGCGCCGCA 
GCTTTCGAGTACACCCACCGCCACGCCCGCACCTTAAACTCCAAGCGCCAAGCCATCGTG 
GTTTATGATTTGGGAGGCGGAACATTCGACTCCTCGCTCATCCGCATCGACGGCACCCAC 
CACGAGGTTGTGTCCTCCATTGGCATTTCACGCCTTGGTGGCGATGATTTCGATGAAATC 
CTCCTCCAATGCGCGCTCAAGGCCGCAGGCAGACAGCACGATGCGTTTGGCAAGCGTGCT 
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AAAAACACGCTTCTCGACGAATCCCGCAACGCGAAGGAAGCTCTTGTTCCGCAATCCCGT 
CGCTTGGTTCTAGAAATTGGCGACGACGACATCACCGTTCCAGTGAACAAGTTCTACGAG 
GCTGCCACTCCCCTGGTGGAAAAATCCTTGTCCATCATGGAACCCCTCATCGGCGTCGAT 
GATCTTAAAGATTCCGACATCGCAGGCATCTACCTTGTTGGTGGAGGATCCTCGCTCCCA 
CTCGTTTCCAGGTTGCTCCGCGAGCGTTTCGGCCGCCGTGTCCACCGCTCCCCATTCCCC 
TCAGGTTCCACTGCGGTGGGTCTGGCCATCGCGGCTGACCCTTCCTCTGGTTTCCACCTA 
AGGGACCGCGTTGCGCGAGGCATCGGTGTGTTCCGTGAGCACGATTCTGGTCGTGCCGTG 
AGCTTTGACCCGCTGATCGCCCCGGACACCGATTCTGCGACCGTGGCGAAACGATGCTAC 
AAGGCGGTGCACAACATTGGTTGGTTCAGGTTCGTGGAATACTCCACCGTGTCCGAGGAT 
GGCAGCCCCGGAGATATTTCCCTGCTCAGTGAAATCAAGATTCCTTTTGATAGCTCCATC 
ACCGATGTGGATGCTACCGAGATTTCACGTTTCGATGGCCCAGAAGTAGAAGAAACCATC 
ACAGTCAATGACAACGGCGTGGCTTCCATTTCCATCAAGATACTCGGCGGCGTTACCGTC 
GAGCACACAATT 

>RXN0 134 5 -downs t ream 
TAGTTACCATTTTGGTGCTGGTG 

>RXN01553-upstream 

ATGATGATGTCCTCAGCAAGTCCAAGCGCCAAGCCATGCTGGAAACAATTCTCGAGCTGA 
TACCAAGCCAGACTTAAATTTCTACCTTAAAGTCTTGAGC 

>RXN01553 

ATGACTGTTCAGGAATTCGACCGCGCGACCAAACCCACACCAAAACCCCCAATTGTTTCT 

TGGGCGTTTTGGGATTGGGGTTCCGCCTCTTTCAACGCGGTCCTCGTGACCTTTATTTTC 

TCGGTCTATCTCACTGATTCAGTCGGCGCCACCCTCCCCGAGGGTTCCAACGCCACATCA' 

CTGTATTCGATGGCGGTCGCCATCGCTGGCGTCATTGTTGCGGTTGTTGCCCCAGTCATG 

GGCAGGCGATCAGATATCAAGGGCACTCGCCGCAGGTCACTGCGCATGTGGACACTTGTC 

ACCGTGTTCTTGATGTTTTGTCTCTTTACAGTAAAGAACACTGATCCCACATTTTTCTGG 

TTTGGTGTAGCCATCATGGCGATCGCCAACATCACCTTTGAGTTCGCTGAAGTTCAGTAC 

TATGCGCAGCTCTCCCAAATCTCGACCCGCGAAAACGTGGGCCGAGTTTCTGGTTTCGGC 

TGGTCCATGGGTTACTTCGGTGGCATCGTTCTACTGCTTGTTTGTTACCTAGGTTTTGTT 

GCCGGTGATGGCGATACCCGCGGATTCCTAAACCTGCCCATCGAAGACGGCATGAATATC 

CGCCTCGTCGCAGTGCTTGCAGCCGTTTGGTTCTTGGTCTCTGCGATTCCGGCACTTCTT 

CGAGTCCCAGAAATTGAGGCACAGGTAGCTGCCGAAGACCACCCCAAAGGCCTCATAGCT 

GCCTACAAGGATCTCTTTGGGCAGATCGCTGAGCTGTGGAAACAAGACCGCAACTCCGTG 

TATTTCCTCATCGCAGCAACTGTTTTCCGTGACGGACTCGCCGGAGTATTTACCTTCGGT 

GCCATCCTTGCGGTCTCTGTGTACGGACTATCTGCCGGTGATGTCCTCCTCTTCGGTGTC 

GCAGCCAACGTGGTCTCTGCGTTGGGAGCACTCCTCGGAGGATTCCTAGACGATCGCGTC 

GGGCCAAAACCCATCATCTTGATTTCTCTTGCCATCATGATCGCCGATGCTGCAATTCTC 

TTCTTCGTTGAAGGCCCCACTAATTTCTGGATCTTCGGATTAATCCTCTGTGCGTTTGTG 

GGACCTGCACAGTCAGCGTCGAGAAGCTATTTAACACGTCTTTCCCCAGATGGCCAGGAA 

GGCCAGCTCTTCGGCCTTTATGCCACTACCGGCCGTGCCGTGAGTTGGATGGTGCCGTCG- 

CTGTTTGGTGTATTTGTGGGGCTCACCGGCGATGACCGCACTGGTATTTTGGCCATCGCG 

CTGATTCTGCTATTCGGTATTGTGCTGCTGAGCATGGTGAAGCCACCGCACAAGGTGAAG 

>RXN01553-downstream 
TAGACAAAGCGCCCACAAGGATT 

>RXN0 155 9-upst ream 

GTCTGGTTGATTGGAATTGAAGGAGACTTTCTTGGCTCGGCAAAAAAAGAGTGCCGCTAG 
CGCCTGGGAACGATGGCCAAAACGCGCAATAGCGTTGTTT 

>RXN0155 9 

GTGCTCATCGTCGTTGGTGTTTATGCGTTGGTGCTGTTGACAGGCGATCGTTCTGCCACA 
CCAAAATTGGGTATTGATCTGCAAGGCGGAACCCGAGTGACCCTCGTGCCGCAGGGGCAG 
GATCCAACTCAGGACCAGCTGAATCAGGCACGCACCATTCTGGAAAACCGTGTGAACGGC 
ATGGGCGTTTCAGGTGCAAGCGTGGTCGCTGACGGTAACACGCTGGTGATCACTGTTCCC 
GGGGAAAATACCGCACAGGCGCAATCCCTAGGACAGACCTCCCAGCTGCTGTTCCGTCCC 
GTTGGTCAGGCAGGAATGCCCGATATGACCACGTTGATGCCAGAGCTGGAAGAGATGGCC 
AACAGGTGGGTTGAATACGGCGTCATCACCGAAGAGCAGGCAAATGCCTCCTTGGAGGAA 
ATGAACACCGCTGTTGCATCGACCACTGCGGTGGAAGGCGAAGAAGCAACTGAGCCAGAA 
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CCCGTCACCGTGTCGGCGACCCCTATGGATGAGCCAGCCAACTCCATTGAGGCAACACAG 
CGACGCCAGGAAATCACGGACATGCTGCGCACCGACCGCCAGTCCACCGATCCCACTGTC 
CAGATCGCTGCAAGTTCTTTGATGCAGTGCACCACTGATGAGATGGATCCTTTGGCCGGC 
ACCGATGATCCACGCCTGCCATTGGTGGCATGTGATCCAGCTGTAGGTGGCGTGTATGTA 
CTTGATCCTGCACCTTTGCTCAACGGCGAAACCGATGAGGAAAATGGTGCGCGCCTAACC 
GGTAATGAGATCGATACCAACCGTCCCATCACCGGTGGATTCAACGCCCAGTCCGGCCAG 
ATGGAAATCAGCTTTGCCTTCAAATCCGGCGATGGGGAAGAAGGCTCTGCAACTTGGTCC 
TCTCTGACCAGCCAGTACCTGCAGCAGCAGATCGCCATCACCCTGGACTCTCAGGTGATT 
TCTGCACCCGTGATTCAGTCAGCAACCCCTGTGGGTTCTGCAACATCCATCACCGGTGAC 
TTCACTCAAACTGAAGCCCAAGATCTGGCGAACAACCTGCGCTACGGTGCATTGCCCCTG 
AGCTTCGCAGGTGAAAACGGCGAGCGCGGCGGAACTACCACCACCGTTCCGCCATCACTA 
GGCGCAGCATCCTTGAAGGCCGGACTGATCGCAGGCATCGTCGGCATCGCGCTGGTCGCC 
ATCTTCGTGTTCGCCTACTACCGCGTCTTCGGATTCGTTTCCCTGTTCACCCTGTTTGCC 
GCAGGCGTGTTGGTCTACGGCCTTCTGGTACTGCTGGGACGCTGGATCGGATATTCCCTA 
GACCTTGCTGGTATCGCCGGTTTGATCATCGGTATCGGTACCACCGCCGACTCCTTCGTG 
GTGTTCTATGAGCGCATCAAGGATGAGATCCGTGAAGGAAGATCCTTTAGATCTGCAGTA 
CCTCGTGCATGGGAAAGCGCCAAGCGCACCATCGTCACAGGCAACATGGTCACTTTGCTC 
GGCGCTATCGTGATTTACTTGCTCGCGGTCGGCGAAGTCAAGGGCTTTGCCTTCACCCTG 
GGTCTGACCACCGTATTCGATCTCGTTGTCACCTTCCTGATCACGGCACCACTGGTTATC 
CTGGCATCACGCAACCCATTCTTTGCCAAGTCATCGGTCAACGGCATGGGACGAGTGATG 
AAGCTCGTTGAAGAACGCCGCGCCAACGGTGAATTGGATGAGCCTGAGTACCTGAAAAAG 
ATCCATGCCAAGAATGCGGCAGCTGATAAGGCTTCCACTGACAATTCTTCCACTGACAAT 
T C T G AAG C AC C T G GC AC C GAT AC G AAC C AAG AG GAG G AG AAG 

>RXN0155 9-downstream 
TAGCCATGACTGATTCCCAGACT 

>RXN01605-upstream 

ATTGAAGTCAGCGCCGAGGAAGCCGCGAGGGAATCAGACGACGGGCACCTACTACTTCGG 
CATTGAAATTCCGAAGAACTTCAGCGATTCTATTGCCAGC 

>RXN01605 

G T G AC C AG C GAT T C AC C C G C G C C AGC AAC C G T C AAC GC G G TAT T C AAC AAC AG C AACG G C 
TTCATTGCCTCCATGCTGGGCAACCAGGTGGTCAACACTGTTGTGGAGACCATGGACACG 
GAATTCGGCGTCCGCATTGTGGATAACATGCTCGTCGGTTTCTCCACCTTGGGCGACGGC 
ATGAACCAAGCCGCCGAAGGTGCCACTACGCTCAGCGATGGCGTCGGTTCCGCCAACGAC 
GGTGCAGTTCAGCTTGCCGACGGCGCGGTCACCCTGCGCGACGGCATCGCAAGTGCCAAT 
GAGGGTGCGCAATCGCTTGCCGACGGCGCCAGCCAGCTCGACACCGGCCTCGGCTCCGCG 
GCTACAGGCAGCCAAACGCTCGCCGACGGTCTATCCAGCCTGTCTGCGGGCACCGCCCAA 
CTAGGCCAAGGCGCAACCCAGGTTTCAGATGGCGTGGGCCAACTTGTCGACCAAGTAGCA 
CCACTGACCGCCTATGTTCCAGACATCAACTCTCAGTTGATCACCCTGCGCGACGGCGCA 
GCCACCATTGCCTCTGAACTATCTGATCCCTCCAGCACCTACCGCTCCGGCGTGGACTCC 
GCTGTGAGCGCATCCCAGCAACTAGCAGCCGGCCTGCAAACCCTGAAAGACGGATCCAGC 
CAACTCAGCATCGGTGCACGCACCCTCGCTGATGGCACCAGCCAATTGGCCGCAGGTTCC 
GAACAGCTAGTTGTTGGCGCACAAGCACTGCGCGACGGCACCGTCCAGCTTGATGAAGGC 
TCCAGCGAACTCGCCCTCAAACTCACCGACGGCGCAAGCCAAGTACCAACCTTCGCTGAC 
GGCGCAGACACCACCATCGCAACCCCAGTTGAAACAGAACAAGCAGGAGACACCACACCG 
CTCTTCGGTATTGGTCTCGCACCATTCTTCATGGCTGTCGGCCTGTTCATGGGAGCAACC 
GTTGCCTGGATGATCCTGCACCCAATCAGTCGCCGCGCACTCGACTCCCGCATGGGAGGC 
TTCCGAGGCACCCTGGCAAGCTACCTTCCATCAACAGTCTTAGGCCTTGGCCAAGCAACC 
ATCATGTGGGCAGTACTGTACTTCCTGCTCGACCTCAATCCAGCTCACCCAGCTGGACTG 
TGGATGGCGATGGTCGCCATCTCATGGGTATTCATCTCCATTACCCATATGTTCAACAAC 
GTGGCAGGACCCTCCGCAGGCCGTGTGCTGTCCATCGTGATGATGTCCTTCCAGCTAGTC 
TCCTCCGGTGGCCTATACCCACCAGAAACCCAGCCAGCATTCTTCCACTGGTTCCACACC 
TACGACCCGATCACCTACGCAGTCAACCTCGTGCGCCAAATGATCTTCAACGAAACCCCA 
TCCAACGACCCACGCTTCATACAAGCAATCTGGGTACTGCTCTTCATCTGGGCACTGATG 
CTCGCCATCTCCACCCTGGCGAATAGAACAAACAAGGTTCTTCGCATGAAGGACTACCAC 
CCAGAACTGAAGGTC 

>RXN01605-downstream 
TAAAAGCTTTTCCCGCCCGGTTC 
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>RXN0167 6-upstream 

AGTTACAGCTTTTCTCGGTGGCACACTCGCGCTACTTAGCCCTTGTGCCGCACTCCTTTT 
ACCAGCATTTTTTGCATCCTCAGTGGGTGCTGGCCCGCGC 

>RXN01676 

ATGATCCTTCACGGTGTTGTGTTCTACGCAGGACTTCTAGTACTTCTCGTGCCACTTGGC 
CTTGGTGCGGGAATCCTCGGCGAGCTGTTTATCACCCAACGCCAGACCATCATCGTGGTT 
TCATCGATCGTGCTGATTATCCTAGGTTTTGTCCAGATCTTCGGCGGCGGATTCGACTTC 
GGAAAAGCACTCCCAGGATTAGATCGTCTGCAATCTAAGGCCACTGTGACCTCAGGTCTA 
GGAAAGAGCTTTTTACTAGGAATGACCAGTAGTATTGCCGGTTTTTGTTCCGGACCAATC 
CTCGGCGCCGTTCTTACTTTGGCTGCCACCAGTGGAAACTCCATCACCTCAGCACTCATT 
TTGAGTGCTTATGGTGCGGGAATGGTGCTGCCCCTGATGGCTATTGCAGCGCTCTGGGCC 
AAACTCGGACAGCGTGGACAGCAGATGCTCCGCGGCCGGGAATTCACCTTCTTGGGCAGG 
CAGTGGCACATTGTTTCTGTCATTAGCGGTGCCCTGATCATCGCTGTCGGAATCCTCTTT 
TGGTCCACGAACGGCCTTGTCAGCATGCCGGAGCTCGTTCCAATGGACACCCAGATCTGG 
CTACAGGAAGCCACATTCTCACTCGGGTCACCACTCTTTGACATCGCATTGATCATTGTC 
GCCGCTGGCTTGTTCTTGTACTTCTGGAACAAACGACAAAAGCGAAAAGAAGAAGCTCAG 
CGACCCAAAGAAAGTGGATGGGTTATTAACCCTCGC 

>RXN01 67 6-downst ream 
TAATTATTAGTTTTGGAGCGAGG 

>RXN01 8 37 -upstream 

CCCCCATCATTCCCTCAAGGTGTGAAGATACGGTTAGGATAGAAAAGAATTTTTTTGACG 
TTGGACATTCTCAAAATCAAGTAGCAAGGGATCAAACTCT 

>RXN01837 

G T G AG T AC T AAT AAG G AAC G AC G C C AAC AG GCGCTTTCC C AG C T G G AG AAAGAAAT C AAA 
AGCCGGGACCGCAAAGAAAAGACCAAGCCACTAACCGTGGTCTTTGCTTCCCTGGCTGTC 
ATCCTGGTTGTCGTTGGCGGTATCTGGTACGCAGCTACCCGCAGCACCGAAGACGAAGTC 
ATCACCGCTGATGAAACATCCACCACCGCAGAGACCCCTGACTACCAGCCACTGGCGCTG 
ACCCGCACCACCGCGCTCGGCGACTCCGTGACCTGTGAGTACCCAGATGCTGGCGAGGCT 
TCCAAGGATGTCTCCAAGCCTGCTACTGAAAACGTGCCAGCAACCGGCACCGTGACCGTC 
AACCTGACCACCGCCCAGGGCAACATCGGCATGGAACTTGATCGCTCCGTATCCCCTTGT 
ACCGTCAACGCTGTTGAGCACATGGCTTCCGAGGGCTACTACAACGATACTGTCTGCCAC 
CGCATCACCACCTCTGGCATTTACGTTCTCCAGTGCGGCGATCCAAGCAGCACCGGCGCA 
GGCGGCCCAGGGTTCAGCTTCGCCAACGAATACCCAACCGACGAAGCAACTGACCTAACC 
ACCCCAGTCATCTACGAGCGCGGCACCATCGCCATGGCCAACGCTGGCGCTGACACCAAC 
GGGCTCCCAGTTCTTCCTCAACTACGAGGATTCCCCACTGGCACCGAACTACACCTACTT 
CGGCCAGATCACCGAAGAAGGCCTTGCAACCCTCGACGCCATCGCAGAAGTTGGCAC 

>RXN01837-downstream 
TGAAGGTGGAACCGGCGACGGAG 

>RXN018 63-upstream 

GGTATCATACCGATATGAACCAAATAGAAAGAAGGAAGTTTAAGACG 
>RXN01863 

ATGAATAGCGTCAAATTGAAGCAACCTGTTAGCATTTACAATGATCCATGGGAATCATAT 
AACGATGTTAAAGAACATGGCCAATTAACTTTAAGTAACATCGAATTTACAACTACAAAT 
CTTTGTAATATGCGTTGTAGCCACTGTGCAGTTGGTTATACTTTACAAACTGTCGACCCC 
GAGCCTTTAGATATGGACTTAATTTATCGTAGACTTGATGAAATTCCAAATCTGCGAACG 
ATGTCAATTACAGGTGGCGAACCAATGTTTTCTAAAAAGTCTATTAGAAATGTTGTTAAA 
CCTCTATTAAAGTATGCACATCATCGAGGTATATATACACT^AATGAATTCAAACCTAACA 
TTGCCTCAAGATCGTTATTTAGATATTGCTGAATATATCGATGTTATGCATATCTCACAT 
AACTGGGGAACAACTGATGAATTCGCAAATGTTGGCTTTGGCGCAATGAAGAAGCAACCA 
CCGTTAAAAGCTAAGTTA/U^ATTATATGAACAAATGATTTCGAATGCACGTACATTATCA 
GAACAAGGAATGTTTGTATCTGCGGAAACAATGCTCAATCAAAGTACGCTACCACATTTA 
CGAAAAATACATCAAGAAGTCGTTCATGATATGAAATGTAGCAGACACGAGATTCACCCT 
ATGTATCCAGCTGACTTTGCAAGTCAATTAAATGTGTTAACTCTAGCGGAAATGAAAAAG 
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ACAATTCATGATATATTGGATTTCAGAGATGAAGATATTTGGATGTTATTTGGTACTTTG 
CCTGTGTTTCCATGCTTAAAGGATGATGAAGATCAAAAGTTACTATCACGTTTAAGAAAT 
GCTAACAATGTAACGACTAGAAATGACCCGGATGGCCGTAGTCGTTTAAATGTCAATGTA 
TTTACAGGTAATGTAATCGTAACTGATTTCGGAGATGAAACAGGTACAATTTCGAATATA 
CAAAAAGATAAATTAACAGATGTATTTGATAAATGGTTATCCTCTGATCTTGCTAAATCA 
TTAAATTGTCATTGTTCCGAGTTTAGTTGTTTAGGACCAAATGTTCTTGTTAAAAATATG 
TACTATCCGAATATGGATTTTAAAGATAATGAGCGTCATATGCACAAACAACCACAAATT 
ATACAATTT 

>RXN018 63-downstream 

T AAAAACTC T TAAT TAT GCGG AG 

>RXN018 7 3-upstream 

CCGTCGTTGCCCATGGTCACAGCCTACATGCACAAAGTGAATCAAAAACAGCTATTTCTA 
ACATTTTACTAATATTTGCTGTTGGCGCATGATGAACTCC 

>RXN01873 

ATGAGCCAAGCAATAGATAGCAAGGTCGAGGCACACGAAGGCCACGAAGGCCACGAAGGC 
ATCGAGCGAGGAACACGCAATTACAAGCGCGCTGTGTTTGCGATGCTGGCCGCCGGTCTT 
GCTGCTTTCAATGGTCTTTATTGCACGCAGGCATTGCTTCCCACCATGACGGAAGAGTTG 
GGAATTACGCCCACTGAGTCCGCGCTGACGGTGTCGGCTACGACTGGAATGTTGGCGCTG 
TGTATTGTTCCGGCGTCGATACTTTCGGAGAAATTTGGTCGCGGTCGGGTGCTGACAATT 
TCACTCACGTTGGCCATCATCGTGGGATTAATTTTGCCGCTTGTCCCCAATATTACTGCT 
CTCATCCTGCTCAGAGGTCTCCAAGGTGCGCTGCTTGCTGGCACTCCAGCGGTGGCGATG 
ACCTGGTTGTCTGAGGAAATTCACCCCAAGGATATTGGGCATGCGATGGGAATTTACATC 
GCGGGAAATACTGTCGGCGGGCTCACTGGACGTATGATTCCGGCGGGACTACTTGAAGTA 
ACTCATTGGCAAAACGCACTGCTGGGAAGTTCTATCGCTGCGCTGATCTTCGGCGTAATC 
ATGGTGGTGTTGCTTCCCAAGCAGCGGAAATTCCAGCCGAAGAATATCAATCTGCGCCAT 
GAGATTTCGGCGATGGCTGCTCATTGGCGGAATCCTCGTTTGGCGTTGCTTTTTGGTACT 
GCGTTTTTGGGCATGGGTACTTTTGTGTCGCTGTACAACTATTTGGGTTTCCGCATGATT 
GATCAGTTTGGGCTGAGTGAAGTGCTGGTTGGTGCGGTGTTCATCATGTATCTGGCCGGG 
ACCTGGAGTTCCACCCAGGCGGGTGCGTTGAGGGAGAAGATCGGCAATGGGTCAACGGTT 
ATTTTCTTGAGTCTGACGATGATCGCGTCGATGGCACTGATGGGGATTAATAATTTGTGG 
GTCACGTTGGTTGCCCTGTTTGTGTTTACCGCGGCATTTTTCGCACTGCATTCCAGTGCT 
TCGGGATGGATCGGAATCATCGCAACGAAGGATCGCGCGGAAGCCTCCAGCATGTATTTG 
TTCTGTTATTACGTGGGATCCTCGGTGATTGGTTGGGTTTCTGGATTCGCGTTTACGCAT 
TTGCCGTGGTTGGCGTTCATTGGCTGGTTGATTCTGCTTCTTTGCGGAGTGCTGGCGATT 
TGTGTGACGCTGGCAAGGCTTGCCCGCAACGCCAAT 

>RXN0187 3-downstream 
TAATACGAGTTTGTCCGTGTTTA 

>RXN0 1922 -upstream 

ACACTCCTTTGGTCACCTGGTTTGGTTGAGGGAAACAGACCGCCCAAGAACCCAAGAAAT 
CCCAAGAAAACATGCTGCTTATGAATTAAAGTGAGCACCC 

>RXN01922 

ATGAGATCAGGAAACGCCAATCGCGTCTTCATAGGTGTTACCATCCTGCTGTTTACTGCA 
GGATGGGCAGCCAATCATTTCGCGTCAGTGTTGGTGTTGATCCGTGAACAATTAGACGTA 
TCAAGCGTGCTGGTCAACGGCGCTTTTGGTATTTATGCACTGGGACTTCTTCCAAGTTTG 
CTCGCAGGCGGTGTGCTTGCCGACCGTTTTGGTGCCCGCATGGTGGTACTCACCGGAGGT 
GTACTTTCTGCGCTTGGAAACCTTTCTCTTTTAGCGTTTCATGATGGTCCTTCCCTCCTG 
GTAGGACGATTCATCGTTGGTCTGGGCGTTGGATTAGTCGTCAGCGCGGGCACCGCATGG 
GCGGGCAGATTGCGCGGAGCAAGCGGCGTGACATTGGCCGGCATTATTCTGACCGCCGGT 
TTCATGATGGGGCCGATTGTGACAAGTGGGTTGGGGATGGCGTCGACAAGCATTATTACG 
CCCTTTGCCATAAGCGTTGCCCTCTCGCTGATCGCGGTGGTTGTGGGATTTGCGCTTGGC 
GATGCCCGCAGCACCCCGAGCGCACTTGGCGCATCCAGCGGAATCAAACACGAACGAAGC 
ATGAAAAAGGCCCTCGCGGTGTCCTTGCCGATGGCAATTTGGGTGTTCAGCTGCATCACC 
ACCTCCCTGATCGTGATGTCCGCGCGCATCGACTCCACCTTCGGCAACGCCATTCTTCTC 
CCCGGAATCGGCGCGGCGATCGCCTTCAGCGCAGGCCTGATCGCACAATTTTTAGGTAGG 
AAATTCGCGTGGGGTCGTGGCTCCGGAATCGTGGGCGCGCTGTGTGCCCTCGCGGGTTTT 
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GCGCTGGCAGCTTTTGGTGGCGACTCCATTCCAGTGTGGCTTTTCGTTATCGCCTCGATC 
CTGTTCGGCACCGCATATGGCCTCTGCCTGCGCGAAGGCCTCCTCAGCATCGAAACTTAC 
ACGCCACTCAACCGACGTGGCACCGGCATCGGCATCTATTATGTGTTCACGTATTTGGGA 
TTCGGGCTGCCAGTGCTTCTCGACGCCCTCCTCCCGCACCTTGGCGCCTCCATTCCGCTG 
TACGCGCTGGCGGCGCTCGCCCTTGGCTCCGCAGTAATCCGCGGCGTACAAATCAAGCGC 
GGGTATGTGGTT 

>RXN0 192 2 -downstream 

T AG AT T T C T AC C TAG G AC C T G AA 

>RXN01926 

C T G C G AAG C T T C T AC AC C C C AG AAC AAG C CAT C G AAC GC G AAG G C G AC G T C T GG AAAGC C 
GCCACCGAAGAAGCAGAACTCCTCGCAGCTGACGGCGCCGTCCACGACCAGGAACTCTTC 
CTCAACTGCACCACCTCCCCACTGATCTTCGCCTCCGCGATGCTCAACTTCGGCGTCCAC 
CAAATCCTGGACACCCTCTGCCAACTCGCACCATCCCCCGCCGGCCGCGACGCAGACCCC 
AAAGCCCTCGAAGCCGCCACCTCCGCAATGGACGACCACCGCGACACCACCGACGACTTC 
TCCGGCGTCGTCTTCAAAGTCCAAGCCGGCATGGACAAAAACCACCGCGATACCCTCGCC 
TTCATGCGCGTCGTCTCCGGCGAATTCGACCGCGGCATGCAAGTCACCCACTCCCAATCC 
GGCCGCAGCTTCTCCACCAAATACGCCCTCACCGTCTTCGGCCGCACCCGCTCTACCGTC 
GAAACCGCCTTCCCCGGCGACATCGTCGGCCTCGTCAACGCCGGCGCCCTCGCACCAGGC 
GACACCATCTTCGAAGGCCGAAAAATCCAATACCCACCAATGCCAAAATTCGCGCCAGAA 
CACTTCCGCATCCTGCGCGCCAAATCACTCGGCAAATACAAACAGTTCCGCAAAGCCCTC 
GAGCAGCTGGACTCCGAAGGTGTCGTCCAGATCCTCAAGAACGACCTGCGTGGCGACGCC 
AACCCAGGTCATGGCCGGTGT 

>RXN01936-upstream 

GCGCGGTGACACCACAGCCGTTGTCAGCGGCGCTTGGTCTGTGGAGGATCGCCGAGGTTA 
CTAACAAATAGGCCCAACAAAGAGGTCTAAGCTCTACCTG 

>RXN01936 

GTGAGTTTCCGAGATATTTTCGCTGACACCAGACCGCTGAAAGAACCGGCCTTCAAACGC 
CTCTGGCTTGGCAATGTTGCCACCGTCATTGGTGCCCAATTAACTGTTGTTGCCGTTCCG 
GTGCAGATTTACCAAATGACTGGGTCCTCCGGCTATGTGGGCTTGACCGGGCTTTTTGGC 
CTTATTCCTTTGGTTATTTTTGGCCTTTATGGTGGATCCATTGCGGATGCTTTTGATAAA 
CGCATCGTGCTGATCTGCACCACGATCGGCATGTGTGTCACCACTGCCGGTTTTTGGGTG 
CTGACCATTTTAGGCAATGAGAATATTTGGCTCCTGTTAATAAACTTTTCTTTACAGCAG 
GCATTTTTCGCGGTGAATCAACCCACCCGAACGGCGATCCTTCGAAGTATTTTGCCGATT 
GATCAATTAGCGTCGGCAACATCACTGAATATGCTGCTCATGCAGACCGGCGCAATCGTT 
GGCCCGCTGATCGCAGGTGCGTTGATTCCGCTGATCGGTTTCGGGTGGCTGTATTTCCTT 
GATGTTGTCTCCATCATCCCCACACTGTGGGCTGTATGGTCACTGCCTTCGATCAAGCCA 
TCCGGCAAGGTGATGAAGGCTGGTTTCGCCAGTGTGGTGGATGGCCTGAAGTATTTGGCT 
GGCCAACCCGTGTTGTTGATGGTGATGGTGCTGGATCTTATCGCCATGATTTTCGGCATG 
CCACGTGCGCTTTACCCCGAGATCGCAGAAGTGAACTTCGGTGGGGGTGACGCCGGTGCA 
ACGATGCTGGCGTTCATGTACTCATCCATGGCTGTTGGCGCAGTTCTTGGCGGCGTGCTG 
TCTGGTTGGGTGGCCCGGATTAGCCGCCAGGGTGTTGCAGTTTATTGGTGCATCATCGCC 
TGGGGCGCAGCCGTTGCTTTGGGTGGTGTGGCAATTGTTGTCAGCCCCGGCGCGGTGACT 
GCGTGGGCGTGGATGTTCATCATCATGATGGTCATTGGTGGCATGGCTGACATGTTCAGC 
TCGGCAGTTCGAAACGCTATTTTGCAGCAGTCTGCTGCGGAACATGTGCAGGGCCGAATC 
CAAGGTGTGTGGATCATCGTCGTGGTGGGTGGACCTCGTTTAGCTGACGTCCTTCACGGT 
TGGGCCGCTGAGCCCCTCGGCGCAGGTTGGACGGTATTATGGGGCGGAGTAGCGGTGGTT 
GTACTCACTGCAATTTGTATGGTGGCGGTGCCTAAATTCTGGAAATACGAGAAACCAAAA 
ATTACCGGCATC 

>RXN0193 6-downstream 
TAAATACTTATCCATGCCCATTT 

>RXN01 98 4 -upstream 

AGGAAATGTCTCACGTCACAACCTTTTGAAAGGTGGCTAAGTACGCACATTTGTTGTCTG 
CAATAGTGCCGGTGAGGGAGCTGTCCGATATTGTGCTTAC 

>RXN01984 
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ATGCACGAATCTGGAAAAAATCCTGTCAAGGTTGTCGACTCGCAGGCACCACAAGGACGC 
GGTGGGCATATCGGCGGACATATCAAACGCCGCCCGATTCCTAGGCAAACGGAAATTTCC 
GAGGTTCGTCGATATATCGTCATGACTGCCCTCGCACTCGGTGGCTTCGCCATCGGTGTG 
ACGGAATTTGTCTCCATGGGTCTGCTCAGCGCGATCGCCTCCGACTTTGAGATCTCCGAA 
GACCAAGCCGGACACATCATCACCATCTACGCCCTCGCGTGGTTGTGGGTGCCCCGC 

>RXNO 1 98 4 -downs t ream 
TGATCACAGCGTTTACCGGCAAA 

>RXN02002-upstream 

AAGTGGCAAAAAACGTTTCAAGCAGGCAACGCCGGCGTACAACTTCGCTGAGCTGGGGCG 
ATTATGGCCCAGCGCCCACAACCCGCTATTCTTAATACCC 

>RXN02002 

ATGAGCAACGCCAATTCCGACACCACCGCCGCCGAGGCACATCGCCGCAGAACATTCGCC 
GTAATCGCACACCCCGACGCCGGTAAATCCACCCTCACCGAGGCATTGGCGCTGCATGCA 
CACATCATCTCCGAAGCCGGCGCCACCCACGGCAAAGCAGGCCGCAAAGCCACCGTTTCC 
GACTGGATGGAAATGGAAAAAGACCGCGGCATCTCCATCGCCTCCTCCGCACTCCAATTC 
GAGTACGCACCAGAAGGCCACGCAGGCGAGCCCTTCATGATCAACCTCGTGGACACCCCA 
GGCCACGCCGACTTCTCCGAAGACACCTACCGCGTCCTCATGGCCGTCGACGCAGCAGTC 
ATGCTTATGCACTCCGTC 

>RXN02 1 1 9-upstream 

TTCGGTCCGCTCTGGCAAAAATGGCTGGCTGCCACCTCGGCGCAGCAGCTTAAGGGCTGG 
GCTTAAATTGCTTGTCGA'CGCCTAGTGCCACAATGGAGAC 

>RXN02119 

ATGACCGAAACACTTGTGGTGAATGGCCTTGCAGGCGGCTATGGGCACCGCACATTATTT 
AACGATGTGAATCTCACCGTAGCTGCCGGCGATGTCGTGGGCGTTGTCGGCGTCAATGGC 
GCTGGTAAATCCACATTTCTAAAAATTCTGGCGGGCGTGGAAAAGCCACTGGCTGGAACT 
ATCGCGCTTTCGCCAGCCGATGCTTTTGTGGGCTACTTGCCACAGGAACACACCCGCACG 
TCTGGAGAGACGATCGCAGTTTACATTGCTCGTCGAACCGGCTGCCAAGCTGCAACAACT 
GCCATGGATGACACCGCCGAAGCGTTTGGTGCGGATCCAGACAACGCTGCCTTGGCCGAT 
GCATACGCCGAGGCGCTGGATCGGTGGATGGCCAGTGGCGCAGCCGATTTGGATGAACGC 
ATCCCCATCGTGCTCGCTGATTTGGGCTTTGAGCTTCCCACCTCGACGCTGATGGAAGGA 
CTTTCAGGCGGGCAGGCAGCCCGGGTCGGGCTGGCGGCGTTACTGTTGTCACGTTTTGAC 
ATTGTGCTTCTCGACGAGCCCACCAACGATTTGGATCTCGACGGTCTTGAGCAACTGGAG 
AATTTTGTTCAGGGGCTTCGCGGGGGAGTCGTACTGGTCAGCCATGATCGTGAGTTTCTT 
TCCAGGTGTGTGACCACTGTGCTGGAACTCGATCTGCACCAAAATTCCCACCATGTTTAT 
GGCGGTGGATATGATTCCTACCTTGAGGAACGCGCAGTGCTACGCCAGCACGCCCGTGAC 
CAATATGAGGAATTTGCGGAAAAGAAGAAGGACCTTGTGGCACGTGCTCGAACGCAGCGT 
GAATGGTCTAGTCACGGTGTCCGCAATGCTATTAAACGTGCACCTGACAACGACAAACTT 
CGGAAGAAAGCCGCTGCGGAATCCAGTGAAAAGCAGGCTCAAAAAGTCCGCCAGATGGAA 
AGCCGCATCGCTCGGTTAGAAGAAGTTGAAGAGCCACGTAAAGAATGGAAACTGCAGTTC 
AGCGTCGGTAAGGCGTCGCGGTCAAGTTCTGTTGTTTCCACGTTGAATGATGCAAGCTTC 
ACCCAAGGCGATTTCACCTTGGGACCAGTATCCATCCAAGTAAATGCTGGCGATCGCATT 
GGCATCACAGGACCCAACGGTGCTGGTAAATCCACATTGCTGCGCGGACTATTGGGAAAC 
CAAGAACCCACCAGCGGTACTGCCACGATGGGCACGAGCGTGGCGATCGGAGAAATCGAT 
CAGGCACGAGCGTTACTTGATCCACAGTTGCCACTGATTTCTGCGTTTGAAAAGCATGTT 
CCAGACTTACCGATCAGTGAGGTGCGCACACTGCTCGCGAAATTTGGGCTGAATGATAAT 
CATGTGGAACGGGACGTCGAAAAGCTATCTCCTGGCGAGCGCACGCGCGCCGGACTTGCG 
CTGCTACAGGTGCGGGGCGTCAACGTGCTTGTTCTTGATGAGCCCACCAACCACCTTGAC 
CTGGAGGCCATCGAGCAATTGGAGCAAGCGTTGGCCTCGTATGATGGTGTGTTGCTGCTG 
GTCACGCACGATCGTCGCATGTTGGACGCTGTGCAGACCAATCGTCGTTGGCATGTCGAG 
GCTGGCGAAGTTAGGGAGCTA 

>RXN02119-downstream 
TAACCGTTTCCGTATTGATGCCA 

>RXN022 80-upstream 

CGCGATTGCGTCATCGATCGTTGTTGCTTCCATGCGCACCACACTATCTTTCTGCACGCC 
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CTGATGCCCTGTGGATTCAAAACTGTGCTTTTATAGGCGT 
>RXN02280 

ATGCAAGAATCCTCACGTGATAATTTCCAAGTTGACCTCGGCGGCGTTGTTGATCTTTTG 
AGTCGCCACATTTATTCCGGTCCGAGGGTGTATGTGCGTGAGTTGCTGCAGAATGCGGTT 
GATGCTTGTACTGCACGTTCTGAACAGGGTGAGGAGGGCTACGAGCCGAGTATTCGTATT 
CGGCCGGTGACCAAGGATCGTGCCACGTTTTCACTGGTTGATAATGGTACGGGCCTGACC 
GCGCAGGAGGCGCGGGAATTGCTGGCGACGGTGGGGCGGACGTCGAAACGCGATGAATTC 
GGTCTGCAGCGGGAAGGTCGCCTGGGGCAATTTGGCATCGGGCTGCTTAGTTGTTTCATG 
GTGGCGGATGAGATCACCATGGTGTCGCATGCGGAGGGTGCGTCGGCGATTCGGTGGACT 
GGTCATGCGGATGGCACCTTTAACCTGGAGATTCTTGGGGATGACGCAACGGATGTCATT 
CCGGTGGGCACGACTGTGCACCTGACTCCGCGCCCTGATGAGCGCACGTTGCTGACGGAA 
AATTCCGTGGTCACCATTGCTAGTAATTATGGCCGCTACCTGCCGATTCCTATTGTGGTG 
CAGGGTGAGAAAAACACCACCATCACTACATCGCCGGTGTTTGCAAAGGATACTGATCAG 
CAGCACAGGCTGTATGCCGGCCGGGAGCGCCTTGGTAAAACTCCTTTTGATGTCATCGAT 
CTCACCGGTCCTGGCATCGAGGGTGTGGCTTATGTATTGCCGGAGGCCCAGGCTCCGCAT 
ATGTCCAGGCGTCACAGTATTTATGTCAACCGCATGTTGGTCTCTGATGGGCCTTCCACG 
GTGCTGCCCAACTGGGCGTTCTTTGTGGAATGTGAAATCAATTCAACCGATTTGGAACCC 
ACCGCATCGCGTGAAGCGCTCATGGATGACACCGCGTTCGCGGCAACCAGGGAACATATC 
GGTGAGTGCATTAAATCGTGGCTGATTAATCTCGCCATGACCAAGCCTCACCGCGTGCGG 
GAATTTACTGCGATTCATGATCTTGCCCTGCGCGAGCTGTGCCAATCGGACGCGGACCTG 
GCTGAAACCATGTTGGGTCTTCTCACCTTGGAGACCTCCCGTGGTCGCATCTCGATCGGT 
GAGATCACCACGTTGTCCATCACCGAGGATGTGTCGCTGCAGCTGGCTACCACGTTGGAT 
GATTTCAGGCAGCTCAACACCATTGCGCGCCCGGACACCTTGATTATTAATGGCGGCTAC 
ATTCACGACAGCGATCTGGCTCGGCTCATTCCCGTTCACTACCCACCGCTTACGGTATCT 
ACTGCTGACCTGCGCGAATCCATGGATCTGATGGAGCTTCCGCCGCTGCAGGACATTGAG 
AAAGCCAAGGCACTGGATGCGCAGGTCACGGAATCATTGAAGGATTTTCAGATCAAGGGC 
GCAACGAGGGTTTTTGAACCCGCAGATGTTCCTGCCGTGGTGATCATTGATTCCAAGGCG 
CAGGCCTCACGGGATCGCAATGAAACACAAAGCGCAACCACTGATCGTTGGGCTGACATT 
TTGGCAACGGTGGATAACACGTTGAGCCGTCAAACAGCCAACATTCCACAGGATCAGGGA 
CTGTCGGCGTTGTGCTTGAATTGGAACAATTCGCTGGTCAGGAAATTGGCGTCCACTGAT 
GACACCGCCGTGGTGTCGCGCACGGTGCGTTTGCTCTACGTTCAGGCATTGTTGTCCAGC 
AAGAGGCCACTGCGGGTGAAGGAACGCGCGCTGCTTAATGATTCGCTGGCAGATCTGGTT 
TCTTTGTCTTTGTCATCCGATATC 

>RXN022 80 -downstream 
TAAGACAATCCTCCGCTAATCTT 

>RXN02 325-upstream 

CAGAGATTTGAAGATGGAGACCAAGGCTCAAAGGGAATCCATGCCGTCTTGGTTTAATAC 
TGCACCCGTCTAATGAAAATCATTACTATTAGGTGTCATG 

>RXN02325 

ATGGACCATGCACACGATTCCTGCTCACCAACTCTGCGCCGTGATTTGGAGGTCACTGGC 
CAGCTCCAACCTGAGAAAGCTGTCGATTTAGCAGCGCCGCACGAAGGGAAGGTTGCCAAT 
ATAACGAAGGTGACCTCCTCAAATATGGAGCACACCATCACGCAGGCCTCAAAAGCTAAG 
GAGGTGGTGGTGCTCATTGGTCACTCCCTGCTGCCCACATTTCAGGATTTGGAAAAAGAC 
ATTCTGCACTTTCAGGCAGGTAATAAAGGGCGATTTTCTGTAGCGATTGTTGATCCTGAT 
CGCAGTGCAGATGTGGTTGCCAGATTTAGGCCAAAACAGATTCCGGTGGCATACGTGGTG 
AAAGATGGCGCCAGCATTGCGGAGTTCAACTCGCTCAACAAGGAGCCGGTTGCACAATGG 
CTTGATCATTTTGTGTCGCGGGAAACGATCCCCAATGAAAAAGAGGGGGACGTCGATAAG 
CAAATAGACCCGCGCCTGTGGCGGGCAGCGGAATTGGTGAACGCCGGTGATTTTCGCGCG 
GCGTTGGCGTTGTATGAGCAGTTGCCGCAGGATGCGACGGTGAAGCGGGCGCACGCGGCG 
GTGTCGGTATTGGCGCGGATGTCTGTGGCGGATCGGGGAGAGGATCCGATCGAGAAGTCG 
CGCCGGGATCCAGACGATGTGAACAAGGCGCTGGCGGCGGCGGATATGTATGTGTTGATG 
AATCAGCCGGACACAGCGCTCGCGCACCTTGCAGCACTATTGCCAAAACCGGAGGCTGCC 
CGGCGGATCGTGGAGTTGCTGAACTTGTTTGATCCGCTGGACCTGGTCGCATTGGAAATC 
AGGGCGCAGGTGGGGAATGCAATGAGC 

>RXN0 2 32 5 -downstream 
TAAGAAAACACTTTAAATATTCT 
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>RXN02 4 62 -upstream 

TCCATCCTCATCGACGAAGCCCGCACCCCACTGATTATCTCCGGGACCAGTAGACGGCAC 
ATCGCAGTTCTACAACGTCTTCGCACAGATCGTCCCACGC 

>RXN02462 

AT G AC C AAG G AC G T T C AC T AC G AAG T C G AC G AAC G T AAAAAG A CCGTCGGTGT G AAAG AA 
GAAGGCGTCGAATACGTCGAAGACCAACTCGGCATCGACAACCTCTACGCACCTGAGCAC 
TCACAGCTGGTCAGCTACCTGAACAACGCCATCAAGGCACAGGAACTGTTCACCCGCGAC 
AAGGACTACATCGTCCGCAACGGCGAAGTTATGATCGTCGACGGCTTCACCGGCCGTGTC 
CTTGCCGGCCGCCGATACAACGAAGGCATGCACCAGGCGATCGAAGCCAAAGAGCGCGTA 
GAGATCAAAAACGAGAACCAGACCCTGGCGACCGTTACCCTCCAGAACTACTTCCGCCTC 
TACACCAAACTCGCCGGCATGACCGGTACCGCAGAGACCGAAGCAGCAGAGCTCAACCAG 
ATCTACAAGCTCGACGTCATCGCGATCCCAACCAACCGACCAAACCAGCGCGAAGACTTG 
ACCGACTTGGTGTACAAAACCCAAGAGGCTAAGTTCGCAGCAGTCGTCGACGACATCGCA 
GAACGCACCGAAAAGGGCCAACCAGTCCTCGTCGGTACCGTCTCCGTCGAGCGCTCCGAA 
TACCTCTCCCAGCTGTTGACCAAACGAGGCATCAAGCACAACGTCCTCAATGCGAAGCAC 
CACGAGCAGGAAGCACAGATCGTTGCTCAGGCAGGTCTTCCAGGCGCCGTCACCGTTGCC 
ACCAACATGGCGGGCCGTGGAACCGACATCGTGCTCGGCGGAAACCCAGAAATCCTCCTC 
G AC A T C AAAC T C C G CG AAC G T G G AC T T GAT C C T T T C G AAG AC G AAG AAAGC T AC C AG G AA 
GCCTGGGACGCTGAACTTCCAGCAATGAAGCAGCGATGCGAAGAACGTGGCGACAAAGTC 
CGCGAAGCCGGAGGACTCTACGTCCTTGGCACCGAACGCCACGAATCCCGACGCATCGAC 
AACCAGCTGCGCGGTCGTTCTGCACGTCAGGGCGACCCAGGATCCACCCGCTTCTATCTC 
TCTATGCGCGACGACCTGATGGTTCGCTTCGTCGGCCCAACCATGGAAAACATGATGAAC 
AGGCTCAACGTCCCAGACGATGTGCCCATCGAATCCAAAACCGTCACCAACTCCATCAAG 
GGCGCCCAAGCTCAGGTGGAGAACCAGAACTTCGAAATGCGTAAGAACGTTCTGAAGTAC 
GACGAAGTCATGAACGAACAGCGCAAGGTTATCTACAGCGAGCGACGCGAAATCCTCGAA 
TCCGCAGACATCTCCCGCTACATCCAAAACATGATCGAAGAAACAGTCAGCGCATACGTC 
GACGGCGCCACCGCCAACGGCTACGTCGAAGACTGGGACCTCGACAAACTCTGGAACGCC 
CTCGAAGCCCTCTACGACCCATCGATCAACTGGACCGACCTCGTCGAAGGCAGCGAATAC 
GGCAAACCAGGGGAGCTGTCCGCCGAAGATCTACGCACCGCACTCGTCAACGACGCCCAC 
GCCGAATACGCAAAACTCGAAGAAGCCGTATCCGCAATCGGCGGCGAAGCACAGATCCGC 
AACATCGAACGAATGGTGCTCATGCCAGTCATCGACACCAAATGGCGCGAACACCTCTAC 
GAAATGGACTACCTGAAAGAAGGCATCGGCCTGCGCGCAATGGCACAGCGCGACCCACTG 
GTCGAATACCAAAAGGAAGGCGGCGACATGTTCAACGGCATGAAAGACGGCATCAAGGAA 
GAAACCGTCCGCCAGCTCTTCCTCTCCGCAAGCAGTTCATCAAGCAAGACGCGGAAGTCG 
C T G A C T AAC T C AG AAC C C 

>RXN024 62-downstream 
TGAAATTCAGCATCCGCCACATG 

>RXN0254 3-upstream 

CTCAATGAGGAGTTTTTCTTACCGGCGAAAGTCGGTGGGAAGCAAGTCAAAGCTCAAGCC 
GTGGACAGTACTAAAATCACCTAAAACAGGAGGCACCATT 

>RXN02543 

ATGGGACGTGCAGTAGGAATTGACCTTGGAACCACCAACTCTGTGGTTTCCGTACTTGAA 
GGCGGCGAGCCAGTAGTTATCGCAAACGCAGAAGGCTCACGCACCACCCCTTCCGTCGTT 
GCATTCGCAAAGAACGGTGAAGTTCTAGTCGGCCAGTCCGCTAAGAACCAGGCGGTCACC 
AACGTTGACCGCACCATTCGCTCCGTCAAGCGCCACATCGGCACCGACTGGTCCGTTGCT 
ATCGATGACAAGAACTACACCTCACAGGAAATCTCGGCTCGTACCCTGATGAAGCTGAAG 
CGCGACGCTGAAGCATACCTGGGCGAGGACGTCACTGATGCTGTTATTACCGTTCCTGCA 
TACTTCGAGGACTCACAGCGCCAGGCAACCAAGGAAGCTGGTCAGATCGCAGGCCTTAAC 
GTTCTGCGTATTGTTAACGAGCCAACCGCGGCTGCACTTGCATACGGCCTTGAGAAGGGC 
GAGCAGGAGCAGACCATTCTGGTATTCGACCTCGGTGGCGGCACCTTCGACGTCTCCCTC 
CTAGAGATCGGCGACGGTGTTGTTGAGGTTCGCGCAACCTCCGGCGATAACGAGCTCGGT 
GGCGACGACTGGGATCAGCGTATCGTTGACTGGCTGGTAGAGAAGTTCCAGTCCTCCAAC 
GGCATTGACCTGACCAAGGACAAGATGGCCCTGCAGCGTCTGCGTGAGGCAGCTGAGAAG 
GCAAAGATCGAGCTGTCCTCTTCCCAGAGTGCAAACATCAACCTTCCTTACATCACCGTT 
GATGCAGACAAGAACCCACTGTTCTTGGATGAGACCCTTTCCCGTGCCGAGTTCCAGCGC 
ATCACCCAGGACCTCCTGGCCCGCACCAAGACTCCTTTCAACCAGGTTGTTAAGGACGCT 
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GGCGTGTCCGTCTCGGAGATCGACCACGTTGTTCTCGTCGGTGGTTCCACCCGTATGCCT 
GCTGTTACCGAACTGGTCAAGGAACTGACCGGTGGACGTGAGCCAAACAAGGGTGTTAAC 
CCAGATGAGGTTGTTGCAGTTGGTGCAGCACTTCAGGCCGGTGTTCTCCGCGGCGAGGTC 
AAGGATGTTCTTCTTCTTGACGTCACCCCACTGTCCCTCGGCATTGAGACCAAGGGTGGC 
GTGATGACCAAGCTCATCGAGCGCAACACCACCATCCCTACCAAGCGTTCCGAGACCTTC 
ACCACCGCAGAGGACAACCAGCCTTCTGTTCAGATCCAGGTCTTCCAGGGCGAGCGTGAA 
ATCGCAACCGCCAACAAGCTGCTCGGATCCTTCGAGCTCGGCGGCATCGCACCTGCACCA 
CGTGGCGTCCCACAGATCGAGGTCACTTTCGACATCGACGCCAACGGCATCGTCCACGTC 
ACCGCAAAGGACAAGGGTACTGGCAAGGAAAACACCATCACCATTCAGGACGGCTCCGGT 
CTCTCCCAGGATGAAATTGATCGCATGATCAAGGATGCTGAAGCTCACGCTGATGAGGAC 
AAGAAGCGCCGCGAGGAGCAGGAAGTCCGCAACAACGCTGAGTCCCTGGTTTACCAGACC 
CGCAAGTTCGTTGAAGAGAACTCCGAGAAGGTCTCCGAAGACCTCAAGGCAAAGGTCGAA 
GAGGCAGCCAAGGGCGTTGAAGAAGCACTCAAGGGCGAGGACCTCGAGGCAATCAAGGCT 
GCAGTTGAGAAGCTGAACACCGAGTCCCAGGAAATGGGTAAGGCTATCTACGAGGCTGAC 
GCTGCTGCTGGTGCAACCCAGGCTGACGCAGGTGCAGAAGGCGCTGCAGATGACAATGTT 
G T T G AC G C T G AAG T T G T C G AAG AC G AC G C AG C T G AC AAT GG T GAG G AC AAG AA G 

>RXN0254 3-downstream 
TAAATGACTACCCCTAACGGAAT 

>RXN02 7 3 6-upstream 

CAGAGGATTACCCAGCGGGTACGTGGGGTCCAAAGAGCGCTGATGAAATGCTTTCCCGCA 
ACGGTCACACCTGGCGCAGGCCATAATTTAGGGGCAAAAA 

>RXN02736 

ATGATCTTTGAACTTCCGGATACCACCACCCAGCAAATTTCCAAGACCCTAACTCGACTG 
CGTGAATCGGGCACCCAGGTCACCACCGGCCGAGTGCTCACCCTCATCGTGGTCACTGAC 
TCCGAAAGCGATGTCGCTGCAGTTACCGAGTCCACCAATGAAGCCTCGCGCGAGCACCCA 
TCTCGCGTGATCATTTTGGTGGTTGGCGATAAAACTGCAGAAAACAAAGTTGACGCAGAA 
GTCCGTATCGGTGGCGACGCTGGTGCTTCCGAGATGATCATCATGCATCTCAACGGACCT 
GTCGCTGACAAGCTCCAGTATGTCGTCACACCACTGTTGCTTCCTGACACCCCCATCGTT 
GCTTGGTGGCCAGGTGAATCACCAAAGAATCCTTCCCAGGACCCAATTGGACGCATCGCA 
CAACGACGCATCACTGATGCTTTGTACGACCGTGATGACGCACTAGAAGATCGTGTTGAG 
AACTATCACCCAGGTGATACCGACATGACGTGGGCGCGCCTTACCCAGTGGCGGGGACTT 
GTTGCCTCCTCATTGGATCACCCACCACACAGCGAAATCACTTCCGTGAGGCTGACCGGT 
GCAAGCGGCAGTACCTCGGTGGATTTGGCTGCAGGCTGGTTGGCGCGGAGGCTGAAAGTG 
CCTGTGATCCGCGAGGTGACAGATGCTCCCACCGTGCCAACCGATGAGTTTGGTACTCCA 
CTGCTGGCTATCCAGCGCCTGGAGATCGTTCGCACCACCGGCTCGATCATCATCACCATC 
TATGACGCTCATACCCTTCAGGTAGAGATGCCGGAATCCGGCAATGCCCCATCGCTGGTG 
GCTATTGGTCGTCGAAGTGAGTCCGACTGCTTGTCTGAGGAGCTTCGCCACATGGATCCA 
GATTTGGGCTACCAGCACGCACTATCCGGCTTGTCCAGCGTCAAGCTGGAAACCGTC 

>RXN027 36-downstream 
TAAGGAGAAATACAACACTATGG 

>RXN02832 

CGCGGGCCAGTGATGGATTATACAAATCAATCATTAGTAGCATTTTTCTTTAAAGCATTA 
ACGTCATATTTAAAGAAACACAATTGTTTATATGTCCTTGTAGATCCATATTTAATTGAA 
AATTTACGCAATGCAGACGGTGAAATTGTTAAATCTTATGATAACCGAGCATTTGTTAGA 
ACAATGGATAAATTAGGTTATAAACACCAAGGTTTCCCTGTAGGTTATGATTCAATGAGC 
CAAATCCGTTGGCTGTCAGTGTTAGATTTAAAAGATAAGACTGAAGACCAACTTTTAAAA 
GAAATGGATTATCAAACGAGACGTAATATTAAAAAAACATATGATATTGGTGTCAAAACT 
AAAACGTTAACGATTGATGAAACGCAAACTTTTTTCGACTTATTCCATATGGCTGAGGAA 
AAGCACGGTTTCAAATTCCGTGAGTTACCATACTTTGAAGAAATGCAAAAGTTATACGAT 
GACCACGCCATGTTAAAGTTGGCGTATATTGATTTAAACGAGTATTTAAAAACGTTGCAA 
TTA 

>RXN0292 6-upstream 

CCCTGACACCAATCTTCTTGGCGCTCACCCCGATCGCAGTAGTCGCCGCGATCCTCCTCT 
T T T T CATC C G T G AAG AT C AC C T C AAG G AAACG C AC G AAT A 
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>RXN02926 

ATGACACACGAAACTTCCGTCCCCGGACCTGCCGACGCGCAGGTCGCAGGAGATACGAAG 
CTGCGCAAAGGCCGCGCGAAGAAGGAAAAAACTCCTTCATCAATGACGCCTGAACAACAA 
AAGAAAGTCTGGTGGGTCCTCAGCGCGCTGATGGTCGCCATGATGATGGCCTCCCTTGAC 
CAGATGATTTTCGGCACAGCCCTGCCAACAATCGTCGGTGAACTCGGCGGCGTTGACCAC 
ATGATGTGGGTCATCACCGCATACCTACTTGCCGAAACCATCATGCTGCCGATCTACGGA 
AAGCTCGGCGACCTGGTTGGACGTAAAGGTCTCTTCATCGGAGCCCTCGGCATCTTCCTG 
ATCGGCTCCGTCATCGGCGGGCTTGCAGGAAATATGACCTGGTTGATCGTCGGCCGTGCC 
GTACAGGGCATCGGTGGCGGTGGACTGATGATCCTCTCGCAGGCAATCATCGCGGACGTT 
GTTCCAGCACGTGAACGTGGCCGCTACATGGGTGTCATGGGTGGAGTCTTCGGACTCTCT 
GCAGTTCTTGGCCCACTACTCGGTGGCTGGTTCACCGAAGGACCAGGCTGGCGCTGGGCA 
TTCTGGATGAACATCCCACTGGGAATCATCGCCATCGGTGTCGCCATTTACTTCCTGGAC 
ATTCCAAAGAAGAGCGTCAAGTTCCGCTGGGATTACCTGGGCACTTTCTTCATGATCGTT 
GCCGCAACCAGCCTGATCCTGTTCACCACCTGGGGTGGATCCCAGTACGAGTGGTCTGAT 
CCAATCATCATTGGACTGATCATCACCACCATCGTTGCCGCTGCACTGCTGGTTGTTGTG 
GAACTGCGCGCAAAAGATCCATTGGTTCCAATGTCCTTCTTCCAAAACCGCAACTTCACG 
CTCACCACCATTGCAGGCCTGATCCTGGGTATCGCAATGTTCGGCATCATCGGCTACCTT 
CCGACCTACCTCCAGATGGTCCACGGAATGAACGCCACCGAAGCCGGCTACATGCTGATC 
CCAATGATGGTCGGCATGATGGGTACCTCCATCTGGACTGGTATCCGCATCTCCAACACA 
GGAAAGTACAAACTCTTCCCACCAATCGGCATGGTGGTTACCTTCGTGGCACTGATCTTC 
.TTTGCCCGAATGGAAGTGTCCACCACCCTGTGGCAGATCGGAATCTACCTCTTCGTCCTC 
GGCGTCGGCCTGGGTCTAGCCATGCAGGTTCTGGTCCTGATCGTTCAGAACACCCTGCCA 
ACCGCGGTGGTCGGATCCGCAACCGCTGTGAACAACTTCTTCCGTCAAATCGGTTCCTCA 
CTCGGATCCGCGCTGGTCGGTGGCATGTTCGTTGGCAACTTGGGAACCCTCATGGAAGAA 
AGAATGCCAGCAGCCATGGCACAACTTTCACCAGAAGAACAAGCCGCCATGGCAGCCCAA 
GGCGGACTGGACTCCAACGAATTGACGCCGGCAATCGTCAATCAATTGCCAACCGCGCTC 
CACGATGCGTTCGCCGGTTCCTACAACGACGCACTCATCCCAGTGTTCTACGTGATGATG 
CCACTGATCGGCATCGCGCTGCTTCTCTTGCTGTTTATTAAGCAAGAAAAACTACGCGAA 
ACCACCACAGAC 

>RXN02 92 6-downstream 

T AAAC AC AAAAC AAAT GAG AC C T 

>RXN02 94 9-upstream 

ACTCTCGAAGGTTGAACACAGGGCTGCGATTGTGCTGGATCAAATGTCTGCACGATUy^AT 
TGTTATCGCCCCTGGATGAGTAGTGATTTAGAGGAGTGCT 

>RXN02949 

GTGAGCGACGAGCAGAATTCTGGCGTAGGCGGAACGTCTCGCCCAACGGGTAAACGCCAG 
CTGTCGGGTGCTTCCACTACCTCTACCTCTTCTTATGAGGCTAAGCAGGTATCTACACAG 
AAGAAGTCATCCGGTTCGGATTCTAAGCCTGGCGGCGGTGTTATTTCTTTTCTGCCTGAG 
GTTGTGGGAGAAGTCCGTAAGGTTATTTGGCCTACTGCGCGCCAGATGGTCACGTACACC 
CTTGTCGTTTTGGGATTCTTGATTGTTTTGACCGCTTTGGTGTCTGGTGTGGATTTCCTA 
GCTGGTCTTGGAGTTGAGAAGATTCTGACTCCG 

>RXN0294 9-downstream 
TAGGTAGGATGTGTAACATCTTT 

>RXN02 9 64 -upstream 

TTTTATATCCTAGCAAGGGTGTTGCATGATGCAATAAACGTGGTAGTTTGTGTTCATAAC 
AAAATTGCATGATGCAATAATTTCGATTTAAAGGAGAACA 

>RXN02964 

GTGTCCGTAGCTGAAGAAGGGAAACTTTTTACACCAACGTTTGTCATGGGATGGTTTGCC 
AACCTTTTCCAGTTCCTGGTGTTCTACTTCCTCATCACCACCATGGCTTTGTACGCCATC 
AAGG/^ATTTCAAGCCTCTGAAGTAGAAGCTGGCTTCGCATCCAGCTCAATTGTTATCGGC 
GCAGTCTTTTCCAGGTTTTTCTCCGGCTATATTATTGACCGTTTTGGTCGACGCAAGATT 
GTGCTCATCTCAGTCCTAGTCACTACCATTGCGTGTGCCTTGTACCTTCCCATCGAATCA 
TTGCCATTGCTATACGCAAACAGGTTCCTCCACGGTGTTGGATACGCTTTTGCTGCCACC 
GCGATCATGGCAATGGTCCAGGAGCTCATTCCAGCGTCACGACGTTCCGAAGGTACTGGT 
TACCTGGCATTGGGCACTACCGTTTCTGCAGCACTTGGACCAGCCCTAGCACTTTTTGTC 
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CTAGGAACATTTGATTACGACATGCTGTTTATCGTGGTCTTGGCAACCTCGGTCATCTCT 
TTGATCGCCGTCGTGTTCATGTACTTTAAGACCAGCGACCCTGAGCCTTCTGGGGAACCA 
GCCAAGTTCAGCTTCAAATCTATTATGAACCCAAAGATCATCCCCATCGGCATCTTTATC 
TTGCTTATTTGCTTTGCTTACTCTGGCGTCATTGCCTACATCAACGCATTTGCTGAAGAA 
CGCGATCTGATTACGGGTGCTGGATTGTTCTTCATTGCCTACGCAGTATCAATGTTTGTG 
ATGCGCAGCTTCCTTGGCAAACTGCAGGACCGTCGCGGAGACAACGTCGTTATTTACTTT 
GGATTGTTCTTCTTCGTTATTTCCTTGACGATTTTGTCCTTTGCCACTTCCAACTGGCAC 
GTTGTGTTGTCCGGAGTCATTGCAGGTCTGGGATACGGCACTTTGATGCCAGCAGTGCAG 
TCCATCGCTGTTGGTGTAGTAGACAAAACCGAATTCGGTACGGCCTTCTCCACTTTGTTC 
CTGTTTGTGGACTTAGGTTTTGGCTTTGGACCTATTATCCTGGGAGCAGTTTCTGCGGCA 
ATTGGTTTCGGACCTATGTATGCAGCACTGGCAGGTGTGGGTGTGATTGCCGGAATCTTC 
TACCTGTTCACACACGCTCGCACCGATCGAGCTAAGAATGGCTTTGTTAAACACCCAGAG 
CCTGTCGCTTTAGTTAGC 

>RXN02 9 64 -downstream 
TAGTTCTTTCAGCTTTCCCTCCC 

>RXN03022-upstream 

ACGCCTGTGTCATCCTTTTCATTAGAGTGGAGAAAAGCCCATACAGAAAGTTGGCGCCCG 
AGCA 



>RXN03022 

GTGATCATCACCGCTGGCATCTTGGTAGCGACCGCGACCGCCCTCCTAATGATCACCGCG 
GTCAGCGAGTCAACGTACATCGTCATCTCCCTCGCCGGCTTCTCCCTTTATGGCCTTGGC 
CTCGGACTCTTCGCCACCCCAGTCACCGATACTGCGCTTGGAACACTTCCCAAAGACCGT 
ACCGGCGCTGGTGCAGGTGTATTCAAGATGTCCTCTTCCCTCGGCGCAGCACTCGGCATC 
GCAATCTCCACTTCAGTGTTCCTCGCACTTCGCGACGGCACCTCCATCAACTCCGACGTC 
GCACTCGCCGGAACAGTTTCACTTGGCATCAACGTTGTATTCGCAGCAACAGCCACCATC 
ACCGCAGCAGTCCTTATTCCAAAAGCCGCTGGCAAAGTCTCACAAACCAGCATCACCCTT 
CCTGAGCCAGCTATCGCTGTAAAAATC 



>RXN0 30 2 2 -downstream 
TAAAACTTCACCAGGACAGATAA 

>RXN030 3 8 -upstream 

GCGCGGAAAACACCAAGTAAGCCTTACAGTCCGACAGCCTCATAGCGGATGGGATAAGTT 
CCAAACACGTTCAAATCCGTTAAAGTGCCTGTTTAAAACT 

>RXN03038 

ATGCATTCAAAGGAAGAGTTAACAGTGCGTAAAGGAATTTCCCGCGTCCTCTCGGTAGCG 
GTTGCTAGTTCAATCGGATTCGGAACTGTACTGACAGGCACCGGCATCGCAGCAGCTCAA 
GACTCTGCATTTGACTACGGTATGGATCCAAACATGAACTACAACCCGATCGATGACATC 
AAGGATCGTCCCGAAGGATTGTCCAATCTTCCCTACTTCGGAAGTAAATTGACCAGCTGG 
GGCTCATCATATGCCACCGCCTCATCCGGCGTCGTGACCTCCGCGCTCCCGCAGTACACC 
GATCCGCGCTACCCCCTCGGCAAAGACGACCTGCCCAAGGCAACCATCGACATGGAGCCA 
GAAGTTCTTGCGCGCCTTGAGCGATTCGTCGGCGTTGACGGTGATCGCATCCGCCAAATC 
AACGCGTACTCGCCATCAATGGGACGCACCATTCCTCTAGTCTGGGTTGTTCCAGAAGAC 
AACACCGTGCCTGGCCCAACGGTCTACGCACTCGGAGGCGGTGACGGTGGACAAGGCGGC 
CAGAACTGGGTCACCCGCACCGACCTTGAGGAATTAACCAGTGACAACAACATCAACCTC 
ATCATGCCGATGCTCGGATCTTTTAGTTTCTACTCTGACTGGGCACGCGAAAGCCAATCC 
ATGGGTTGTGCGCAACAGTGGGAAACATTGCTCATGCACGAACTGCCTGAGCCGCTTGTA 
GCGGCC 

>RXN03039 

GCACTCCCGCAATACACCGACCCACGCTACCCCCTCGGCAAAGACGACCTGCCCAAAGCA 
ACCATCGACATGGAGCCAGAAGCTCTTGCGCGCCTTGAGCGATTCGTCGGCGTTGACGGT 
GATCGCATCCGCCAAATCAACGCGTACTCGCCATCAATGGGACGCACCATTCCTCTAGTC 
TGGGTCGTGCCAGAAGACAACACCGTGCCTGGCCCAACGGTCTACGCACTCGGCGGCGGC 
GACGGTGGCCAAGGCGGCCAAAACTGGGTCACCCGCACCGACCTTGATGAGTTGACCAGT 
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GAAAACAACATCAACCTCATCATGCCCATGCTCGGATCTTTTAGTTTCTACGCTGACTGG 
GCAGGCGAAAGCGAATCCATGGGTGGTGCGCAACAGTGGGAAACATTCCTCATGCACGAA 
CTRCCMGAGCCGCTAGAAGCGGCCATCGGCGCAGACGGGCAACGCAGCATCGTCGGCATG 
TCCATGTCCGGGGGATCRGTGCTGAACTTTGCGACGCATGACCCCAACTTTTAYTCCTCK 
GTCGGCTCATTTTCTGGATGTGCCGAAACCAACTCCTGGATGGGRCGCCGNTGGCATCGC 
AGCCACTGCCTACAACGGCAATGTCGTGCC 

>RXN0 303 9-downst ream 
TGAGCAAATCTTTGGTGAAGTAG 

>RXN0304O-upstream 

ATTACTCTCGCTATAACGATCCTTNTGCTCAACGCTGCGAAGCTCGAAGAACAAGACAAC 
CTCTACATCTTCGCCGGTTCCGGTGTGTTCTCTGAACTAG 

>RXN03040 

ATGTCATNCGGTGACAACGCACCGATTGATGAGGATGCGTTCAAAAACCGCGTCTTGGTT 
GGGTTTGAAATCGAAGCTATGTCCAACACCTGCACCCATAACCTCAAGGCTGCGACCGAT 
CAAATGGGCATCGACAACATCAACTACGATTTCCGACCAACCGGAACCCACGCCTGGGAT 
TACTGGAACGAAGCGCTCCACCGCTTCTTCCCGTTGATGATGCAGGGCTTCGGCCTCGAC 
GGTGGTCCCATCCCGATCTATAACCCTAACGGTGTGACCTCCAGCGAGTCTTCTNTCAGA 
ACTGTCTTC 

>RXN0304 0-downstream 
TGATGTGAGCCTTGGCACCNGTG 

>RXN0304 2-upstream 

ATGACACCGGCGCGACGTATGGCATTACTGGCGTACCCCAATTTACGATGACATCTCTGC 
TCGCCTCGGCGACGTCCTGGTTCCTTACGTTCTGATCGTT 

>RXN03042 

TTGGTTCTAGCGTTCCTCGTGCTGTTGCTCGTGTTCCGGTCCATTTGGGTCCCATTGATC 
GCGGCTCTGGGCTTTGGCTTGTCAGTTCTGGCTACCTTTGGTGCTACCGTGGCGATCTTC 
CAAGAAGGTGCTTTCGGCATCATCGACGATCCTCAGCCACTGCTGTCCTTCTTGCCGATC 
ATGCTCATCGGCCTGGTATTTGGTCTGGCCATGGATTACCAGATCTTCCTCGTTACTCGT 
ATGCGTGAGGGCTTCACCAAGGGCAAGACTGCGGGCAACGCAACGTCGAATGGTTTCAAG 
CACGGTGCCCGCGTGGTCACTGCTGCGGCGCTGATCATGGTGTCTGTGTTCGCGGCATTC 
ATAGCGCAGGACATGGCGTTTATTAAGACCATGGGCTTTGCTCTGGCCGTTGCTGTGTTC 
TTCGATGCCTTCGTTGTTCGCATGATGATTATCCCTGCAACAATGTTCCTGCTTGATGAC 
AAGGCTTGGTGGCTACCTAAGTGGTTGGATAAGATTCTTCCCAACGTTGATGTTGAAGGT 
GAGGGTCTTAGTGAACTACATGAGGCTCGCACCGAGGAACTGAAGGAAAATGTAGGTGTC 
GGGGCT 

>RXN0304 2-downstream 
TAGAGAAACAAAAAAGGCTGCTA 

>RXN0 3051 -upstream 

ACATCCAGAAGTAGTCGTTGAGTATCACGAGCAAGTCAACGATAGTAAAGATAATGTCGA 
GGAACTCCCGCTGCCTAAGCGGGACATAGTTGCAGGGGAC 

>RXN03051 

AT G C G T T C AG AT G T TAT C GAG T T AC C GG AG G G GG T AAG C AAG G AG AAAGC T G AC C AG C T A 
GAAGTTGCGGAAGCGCGACTTAACGAGGGTGCACGACTGATGGCAACCACCGGGTGTGAG 
GTTATGTGGCCAACGGGCTTCTCAGTTTGTGGCCGAATTCTTGACACCTATCGCCAGGTT 
GGAGGTCAGTTGTCATGGCTTGGGCCACCGAAGTCAAACGAGTTGACCAATCCCGACGGT 
GTTGGCAAAAGAAGTGAATTTTTTGGTGGAGCCATCTATTGGCACCCAGACACAGGCGCT 
TATGCAGTGACCTTGGACGGTTTGCGACAGTGGGGGACCTTGAACTGGGAATCAGGGCCA 
TTGGGGTACCCAACCTCTGGTCCGATGGATACAAACTATCCCCTTACTCAGCGACAGACT 
TTTCAAGGTGGTGACAACTACTACAACCCATTGACTGGCGGTGCTGTGTGGGGCGATATT 
AAACAGCGCTACGAAGAACTTGGCGGCTCGAATCATGCCATTGGCATCCCGATCACTAAT 
GAGCTACCTAGCGGTACTGAGTATTTTTACAATAATTTCTCCAATGGAACAATTTCGTGG 
CGAAATGATCGTCAGACACGGTTTATGTATTTGGCTACGCAGCGGGTGTGGGATGCGTTG 
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GGTCGGGAGACGGGTCGTTTAGGTTTTCCTGAAGCAGATGAAACACCTGAGGTTTCTGGT 
CTATTCCATGTGGCG 

>RXN03054 -upstream 

GGTGGAAATACGCGCACAACAATTTTATTCACAGAACTTATGATTTTTTCGGGTTAGGGT 
C AG T T T G T T C AC AT C AAC T AG T AAC G AAAG GAT CAT G T GA 

>RXN03054 

ATGAAACTGTTTTCCAAGGCTGCAGGCGTCATTGCTGCAGCACTTCTTGTTGCAGGTGGT 
ATAGCACCTGTGGCACAGGGGCAAGCTAGTCAGGTGGTCACACCTGAAGACCAAGATGCG 
TATGTTCAACAGTTCCACCACGAAGGGAATACCCCACCTGTGGTAGACGGGGTGGGTGGC 
TACACTGAGCAAGAAATCGCCGAGATCCACGAGGCTATCCGACAAGCCCAAGAATCTGGC 
GCACCTAATGAAGAGCTCATTCCGGGTGAGATGTGGTCAGATAAGGTGGAGCTGCCAGTA 
ACTATTGATAAAGCAGCCGCTGATGAGGCAGAGATAGCTATTGCACAGCAACAATCTCAG 
CCACAGACGCGAGGCCTTGCTGCGGCTGCGGCGTGTCAGACGTTTTGGCCGTCACCTCAT 
CAGGTTTGTGGTGCTATTTTAGAGCGCTATATTCAGCAGGGTGCCCAGTTTGGGTGGATG 
TTGTTTCCGAGTGAAGGCCAAACGTTAAATCCTGATGGTCAGGGGTATCGTCAGCGGTTT 
ATGAATGGGTTTGTTTATTGGCATCCGACAACTGGTGCGCATGCTGTTAATAATTACAGT 
GCGCAGGTGTGGGAGCGTAATGGGTGGGAGTCTGGGTGGATGGGTTATCCCACTGGTGGT 
GAAGTCCCTGTGAATGGTTCCAATCCGATTGATGGTGAGTTGAGTGGGTGGGTGCAAACT 
TTCCAAGGTGGGCGAGTGTATCGCAGTCCGGTATTGGACGGTTTCCAGGTGGCCAGTATT 
AATGGGCTGATCTTGGATAAATGGCTTGAATTGGGTGGTCCTGATAGTGACCTTGGTTTT 
CCCATTGCGGATGAGGCTGTGACAGCTGACGGTGTGGGTAGATTTTCTGTTTTCCAGAAC 
GGAGTTGTCTACTGGCATCCGCAACACGGAGCTCACCCTATATTAGGGAATATATACAGT 
ATCTGGAGAGAAGAAGGAGCTGAGAGTGGGGAATTCGGTTACCCTATCGGCGATCCAGAA 
AAGTATACAGAAAACATGGCTAATCAGGTATTCGAAAAAGGCGAACTTGCAGCTAACCTA 
TACCCCAATCCTCTTGAGGCTTTTATTGAGTTTTTACCCTTTGCTAATCTTGAGGAAGCA 
ATAGAGTATTTTGAGAACGGATTGTCAAATTCTCGTGTAGAGGCGAATTCACTTAACGCC 
AAGAAAGATTCGATTCAATGTCAATCGCAATCCGCTAACATTCATGTGAGAACGAAGAGT 
GACGGAGTCGGGATTAGGGTTCCAAAGATTGGGTTTAAGGCTAGGATGGATTGCGACCTT 
CCTGGAACTGTCTCAGATGTAGTGGGGTATGGATGGATTTACTACGACTATTGGGGACGA 
TGGGCTCAAGCAGCATATGCACAACAATTCTTCGGTAATAGGAATTCTGTTGTGCAAACC 
AATTTAGAGGCGGGTTGCAGCGGGGAGAAGAATACATTATTTTGGGGTACTTCATATTTT 
CAGGTGACTTATGAAGGTCAGCCGTATTTCGGTCAGTCAGCAACTAATTACGCTTATCTT 
CCGTGTACGATAGACCGTAGT 

>RXN030 5 4 -downstream 
TAACATAAGGAATGGAATAGGAG 

>RXN030 64 -upstream 

TGGAGCCTTGTCTTCCTCCAGCAATCCCACAACGGAGCAGGTTGGGATCCCGAGAAATGT 
TGTCATCATCTTGGCTGTATTAGTTTTTACAGCCTTTGTC 

>RXN03064 

ATGATGTTGAATGAGACTACTCTGGCAGTCGCGTTGCCGTCGATCATGGCGGACTTTGAC 
ATTGAGGCGAATACTGCGCAGTGGTTGCTCACTGGTTTTATGTTGACCATGGCTGTGGTT 
CTTCCAGCTACTGGTTGGATGTTGGAACGTTTTACCACTCGTAGTGTGTTTATTTTCGCC 
ACGGTGGTCTTCCTGATCGGTACTGTGACGGCTGCGTTGTCTCCTACTTTTGCGATTATG 
CTTGCAGCCCGCGTCGCTCAGGCGATTGGTACCGCTGTGATCATGCCGCTGCTGATGACT 
GTCGCGATGACCGTTGTTCCTCCAGAGCGCCGTGGCGCCGTCATGGGTTTGATTGCGGTC 
GTGATGGCCGTTGGTCCTGCTCTTGGACCTAGTGTGGCTGGTTTCGTACTCAGCTTGTCT 
TCGTGGCACGCGATTTTCTGGGTCATGGTTCCGTTGGTGTTTGTGGCAAGCCTGATCGGT 
ACCCTGCGTCTGACCAACGTCAGTGAGCCTAAAAAGACTCCTTTGGATGTTATTTCCTTC 
CTGATTTCCGCAGTGGCTTTCGGTGGCCTTGTGTACGCCTTGAGCTCGATTGGCATCATT 
TTGGAAGGTGACAGAAGCGCTTTGGTCGTGTTGGCTGTCGGCATCATTGCGTTGGTGGTG 
TTTGTGTGGCGCCAGATTGCCATGGGTAAGCAGGATAAGGCGCTGTTGGATCTGCGTCCG 
TTGGCGATTCGTGAGTACACCATTCCGCTGGTTGTGCTTTTGACGCTGTTCGGTGCGCTG 
CTCGGTGTCATGAATACACTGCCGCTCTACCTGCAGGGATCCTTGATGGTCACCGCCTTG 
GTCGCGGGTCTAGTGCTGTTGCCAGGTGGTCTTTTGGAAGGTGTGCTGTCGCCATTTGTG 
GGTCGAATTTATGATCGTCATGGTCCACGCGGACTCGTGATCGGCGGTATGTCACTCGTT 
GTGATCTCCCTGTTTGCACTGTCCACCGTCGATGAGTTCGCCAACGTGTGGTTCATCATC 
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GGCGTACACATCGTGTTCTCCATCGGCCTTGCGCTGCTGTTCACCCCACTGATGACAGTC 
GCGCTCGCATCCGTCCCCGACAACATGTACGGCCACGGCTCCGCGATCCTCAACACCCTC 
CAACAGCTCGCCGGCGCCGCAGGCACCGCGGTCATGATTGCGGTTTATTCCACCGTCAGC 
AACAACGCGCTTATCGACGGCGCAACCCAACAAACCGCCCTCGCCGACGGCGCCAACTCT 
GCATTCTTCGCCTCAGCGTGCGTGGCAGTGTTTGCACTGATCGTGGGCTTCTTTGTAAAG 
AGGCCAGCCCGC 

>RXN03 064 -downstream 
TAAGCTAGGTCGCATGATCAGCA 

>RXN0307 5-upstream 

TGTGCAAAATTGCATTCAGGCTGAAAAATTCCTAAAGGGACTCCGTCCGAATAATTGGAA 
AGCCCAGAAGAACAGTCAACTCCTAGATTAAAGGATAATC 

>RXN03075 

GTGGCGAAATTCCTGTATAAGTTAGGCTCCACGGCCTATCAAAAGAAATGGCCGTTTCTT 
GCGGTCTGGCTCGTGATTCTCATAGGTATCACGACGCTGGCGGGGCTGTATGCCAAGCCA 
ACGTCGAGTAGCTTCTCTATCCCTGGTCTTGATTCTGTCACGACCATGGAGAAGATGCAG 
GAGCGTTTCCCTGGTTCGGATGATGCAACATCGGCTCCCACTGGTTCTGTCGTCATTCAG 
GCACCGGAAGGCAAGACCCTCACTGATCCTGAGGTTGGGGCTGAAGTAAACCAGATGCTT 
GATGAGGTTCGGGCGACTGGTGTGCTGAAGGATGCTGATTCCGTTGTGGATCCTGTGTTG 
GCTGCGCAGGGTGTGGCTGCTCAGATGACCCCAGCCCTGGAGGCTCAGGGTGTACCTGCG 
GAGAAGATCGCCGCAGATATTGAGTCGATTAGTCCACTGAGTGCAGATGAGACTACCGGC 
ATCATCTCGATGACTTTTGATGCAGATTCTGCCATGGATATATCCGCAGAGGATCGTGAG 
AAGGTCACCAATATTCTTGATGAATACGATGACGGCGATCTGACTGTTGTCTACAACGGC 
AACGTGTTTGGCGCAGCTGCAACCAGCTTGGACATGACCTCTGAGCTCATCGGCCTGCTG 
GTGGCTGCGGTCGTTCTTATCGTGACCTTCGGTTCGTTCATCGCTGCCGGTATGCCGCTG 
ATCTCT 

>RXN03119-upstream 

TGGGAGGTGTCGCACCAAGTACTTTTGCGAAGCGCCATCTGACGGATTTTCAAAAGATGT 
ATATGCTCGGTGCGGAAACCTACGAAAGGATTTTTTACCC 

>RXN03119 

ATGGCTGTATACGAACTCCCAGAACTCGACTACGCATACGACGCTCTCGAGCCACACATC 
GTCGCTGAAATCATGGAGCTTGACCAGTCCAAGGACCACGCAACCTACGTTGCGGGCGCA 
AATGCAGCACTC 

>RXN031 1 9-downstream 
TAGGCACTAGAGAAGGCACGCGA 

>RXN03120-upstream 

CTGGGCAGTTCTTGGGTACGACCACATATCCGGTCGCCTGGTTATCGAGCAGCTCACCGA 
CCAGGAGGGCAACATCTCCTTCGACATCACCCCAGTTCTG 

>RXN03120 

ATGCTCGATATGTGGGAGCACGCTTTCTACCTGCAGTACATGAACGTTAAGGCAGATTAC 
GTCAAGGCTGTTTGGAACGTCTTCAACTGGGACGACGCAAGAGCACGCTTCGCAGCAGCT 
TCCAAG 

>RXN03120-downstream 
TAAGCATTTTTAGTCCGTGCAAT 

>RXN0312 3-upstream 

AGCTCTACCAACGCGCCTACACCTTGACCAACGTGGATGCCGATGCCGGTACCTTTGACC 
TGGCTTTTGTGCTGCACGAGCCGCTGGGGCCCGCCTCGGC 

>RXN03123 

GTGGGCGACGCGCTGCGAGGCCGGGGAAAGCCTGAAGTCATGCGCTACCCAGGAATTCCG 
TTCGCCATCCCAGATCCAGCGCCGCGTGGCTTCCTTTTCTTAGGCGATCTCACCTCTTAC 
CCAGCGATCTGCTCGATTCTGGAGACCTTGGACGGTGAAATCCCTGCGACCGCGTATCTT 
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ATCGCCCACGATCCACTTGATTACACCTTCGATTTTCCCCAGGGCGAGCACATCACCGCG 
CAGTGGATTTCC7LACGAACAATCCTTCATTGATCACATCGCTGACACGGATTACACCGAT 
TTTTATACCTGGATCGGCGCGGAATCCTCCGAAACCCGTGCGGCCAAGAAGCATCTGCAG 
ACCCACGCCGGCATGCCCAAGACGCACATGAACGCGCAAGGTTATTGGAACAAGGGCAGA 
GCCATGGGTAAAAGCAAT 

>RXN03123-downstream 
TAAAAGATTTTTGCTTATCGACG 

>RXN0312 4 

ATGACTCCTACCCTGGCGTCGATGATTGGTCTGGCTGTCGGTATCGACTACGCGCTATTT 
ATCGTGTCCCGTTTCCGCAATGAGTTGATTTCTCAGACTGGCGCTAATGATCTGGAGCCA 
AAGGAATTGGCTGAGCGTCTGCGCACCATGCCGTTGGCTGCTCGTGCGCATGCGATGGGA 
ATGGCTGTGGGCACTGCGGGTTCTGCGGTTGTATTCGCGGGTACCACGGTGCTGATCGCT 
CTGGTTGCTCTGTCGATCAT TAATATTCCATTTCTAACCGTGATGGCCATTGCTGCCGCA 
ATCACCGTTGCCATCGCAGTTCTGGTTGCTCTGTCCTTCCTCCCAGCTCTGCTTGGCCTG 
CTTGGCACTCGCATCTTCGCAGCACGCGTGCCTGGACCTAAGGTTCCGGATCCTGAGGAC 
GAGAAGCCAACGATGGGTCTGAAGTGGGTCCGCCTTGTGCGCAAGATGCCGGTGGCTTAC 
CTGCTGGTTGGCGTCGTTTTGCTTGGTGCAATCGCAATTCCTGCGACCAATATGCGCCTG 
GCCATGCCGACTGATGGCACCTCCACGCTGGGCACCGCGCCGCGCACGGGGTATGACATG 
ACGGCAGATGCGTTCGGCCCGGGCCGCAACGCGCCCATGATTGCGCTTATCGACGCAACC 
GACGTCCCTGAGGAAGAACGCCCATTGGTGTTTGGACAGGCGGTGGAGCAATTCTTGAAC 
ACTGATGGTGTGAAGAATGCTCAGATCACTCAGACCACGGAGAATTTCGATACCGCGCAG 
ATCCTGTTACCCCAGAATTTGATGCGATCGATGAGCGCACCTCTGAGACTCTCGCAACTC 
TTCGTGCAGATGCTGAGACCTTCGCTGATGACACCGGCGCGACGTATGGCATTACTGGCG 
TCACCCCAATTTACGATGACATCTCTGCTCGCCTCGGCGACGTCCTGGTTCCTTACGTTC 

>RXN03 12 4 -downstream 
TGATCGTTTTGGTTCTAGCGTTC 

>RXN03 125 -upstream 

TGACACCGGCGCGACGTATGGCAT TACTGGCGTCACCCCAATTTACGATGACATCTCTGC 
TCGCCTCGGCGACGTCCTGGTTCCTTACGTTCTGATCGTT 

>RXN03125 

TTGGTTCTAGCGTTCCTCGTGCTGTTGCTCGTGTTCCGGTCCATTTGGGTCCCATTGATC 
GCGGCTCTGGGCTTTGGCTTGTCAGTTCTGGCTACCTTTGGTGCTACCGTGGCGATCTTC 
CAAGAAGGTGCTTTCGGCATCATCGACGATCCTCAGCCACTGCTGTGCTTC 

>RXN0314 2-upstream 

GCAATTTGGCCAATCAACAACATAGGAGGACTGCGTGGCGGTCACCGCAAGAACGGACAT 
AAAACC AC AC C CAT C G C AAC C AAC G GC AC T G T T C AC T C C A 

>RXN03142 

GTGTTTATTTTGGGCTGGCTCGTCAACTTGACCCAGTACTTGAGCTTCTACTTCCTGATC 
ACAGTCATGGCGCTGTATGCGATGGAAAGCTTCGCCGTTTCAGAGGCCGCTGTCGGATTT 
GCGGCCAGCTCCTTTGTTATCGGCGCAACCGTGGCTCGTGTGTTCGCGGGATGGACGTCC 
GACCGTTTTGGTAAAAAACAGATCCTGCTCATCTTTGTCGGCTTGGAAGCGGTAGCATCA 
CTATTCTATATTCCAGCTGCCTCACTACCAGCGCTGGTTGCTGTGCGTTTTGTTCACGGT 
TTTTCTTATTCTCTTGCTTCCACCGCTGTGATGGCACTTGTGCAGTCCGTGATTCCTGCA 
AGCCGTAGGGCAGAGGGCACCGGCTACTTCGCGCTCGGATCCACACTGGCTACAGCTTTC 
GGCCCAGCAATTGCGCTGTTTGTTATCGATGACTTCAACTACAACACCCTGTTCTGGATT 
ACCACTGCGACCAGTGTTTTCGGCCTGATCCTCACCGTTTTGATCCGCAAGCCGGAGTTC 
ATTAAGAATGCGGT^ACACGGCAGAGTAAAGCCAGTCTGGTCTATCAAGACTGTTGTGCAC 
CCATCGGTCATGCTCATTGGATTCTTCATGCTCGCTGTCGGACTGGCTTACGCAGGCGTG 
ATCACCTTCCTCAACGGCTTCGCGCAAGACACTGGCCTCACCGCCGGAGCGGGTCTTTTC 
TTTATCGCTTATGCGGTTGCGATGCTGGTCATGCGTTTCTTCCTTGGACGCATTCAGGAC 
AAACATGGTGACAACCCGGTTATTTACTTCGGTTTGATCAGCTTCGCCCTCGCGCTGGGG 
CTTATGGCTTTGGCGACTGAAGACTGGCACATTGTTCTCGCTGGCGCACTCACCGGTTTG 
GGCTATGGCACCATCATGCCGGCCGCACAAGCCATTGCTGTCGATTCAGTTCCAAGCACT 
CAGGTTGGTTCCGGTATTTCTACGCTTTTCCTGTTCACCGACATCGGCATTGGCTTAGGC 
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CCAATCCTGCTGGGTGGATTGGTTGCAGCGACCGGATACAACGTCATGTACGCAGCTTTG 
GCCGCAGTGATTGTTGTGGCGGGCGTGCTCTACCTGGTTGCTTTGGGTAGGAAAGCTAGC 
CAC 

>RXN0314 2-downstream 
TAAG T TAG AG CAT T T T AT T GAG C 

>RXN03151-upstream 

CCGAACTTGGAGCTTTGCTGTTGGAGGCAGCCAAATAGTCCCAATGTAAACGCACTGGGT 
AGTATTTGTTTAACCATCCACCTCAAGGAGTAAAACGCAC 

>RXN03151 

GTGCTTTCCCACATCATTGATGTCCTCGCCGACCCGATCGATGGCACCCCACTTGTAGGC 
GCCGAAGATTTCTCACGGTTGGTGTCTGAATCTGGGCATTCCTACGATGTTGCTCGTCAA 
GGGTATGTCACCCTGGCTGGTGGCGCAGGTCTGCGCTATTCAGGCGATGATGCACAGATG 
ATCGCGGATCGGGAAACCTTCCTTTCTGGCGGTCACTTCGCGCCCTTCGTGGAAGCTGTC 
ACCGAGCATGTTCAAGATGTCGTTGACCAGGCAGGCCTTAGCGATGACGCACAGCCAGTG 
GTCTGCGAAATCGGCGCGGGAACCGGCTACTACTTGTCCCATACCCTTGATTCTGTTGCA 
GGATCTCGCGGAATTGGCATTGACGTTTCCGTGCACGCCGCAAAGCGTTTGGCAAAGTGT 
CACCCTCGCGTCGGCGCAGTCATCGCGAACGCATGGGCACGCCTGCCGATTGCAGATAAC 
TCCTCG 

>RXS00568 - 5' -Region 

GTTTCGGACGACGCGAGAAATCGCATTAATCGTCGGAAACCGGGCTTGTTTTTGTAATATCTGAAACTT 
TCCCTTTCCCGATCATCCAGGAGATTTACTC 

>RXS00568 - coding Region 

GTGAAGAGTTCTGTCGAGAAGCTGAGCGACACCCGTTCAAAGATCACCGTTGAGGTTCCATTTTCTGAA 
CTGAAGCCAGAGATCGACCAGGCATACGCCGCTCTAGCGCAGCAAGTCCAGATCCCTGGTTTCCGTAAG 
GGCAAGGCACCGCGTCAGCTTATCGACGCACGCTTCGGCCGTGGTGCGGTTCTGGAGCAGGTTGTCAAC 
GACATGCTTCCTAACCGCTACGCACAGGCAATCGAAGCTGAGGGCATCAAGGCAATCGGCCAGCCTAAC 
GTAGAGGTCACCAAGATCGAAGACAACGAGCTCGTTGAGTTCGTCGCTGAGGTTGACGTTCGCCCAGAG 
TTCGAGCTTCCTAAGTTCGAGGACATCACTGTTGAGGTCCCAGCTATCAAGGCTGACGAAGAGGCAATC 
G AAG C AG AG C T C GAG AC CCTGCGTG CAC G T T T C T C CAC C T T G AAG GAT C AC AAC C AC AAG C T G AAG AAG 
G G T GAG T T C G T CAC CAT C AAC AT CAC C G C AAG CAT T G AC G G T G AG AAG AT T G AAG AGG C AAC CAC T GAG 
GGTCTGTCCTACGAAATCGGATCTGACGATCTGATTGACGGCCTGGACAAGGCTCTGATCGGCGCTAAG 
AAGGATGAAACCGTAGAGTTCACCTCTGAGCTGGCAAACGGCGAGCACAAGGGCAAGGAAGCTCAAATC 
AGCGTTGAGATCACCGCAACCAAGCAGCGCGAGCTGCCTGAGCTGGATGATGAGTTCGCACAGCTGGCT 
TCTGAGTTCGACACCATCGAAGAGCTTCGTGAGTCCACCGTGTCTGACGTTGAGGCTAAGCAGAAGAAC 
GAGCAGGCTGCTGCAATCCGCGACGAAGTTCTCGCTGCGGCTCTTGGCGAGGCTGACTTCGCTCTGCCA 
CAGTCCATCGTTGACGAGCAGGCACACTCCCAGCTGCACCAGCTCCTCGGCGAGCTTGCACACGACGAT 
GCTGCACTGAACTCCCTCCTTGAGGCTCAGGGCACCACTCGTGAAGAGTTCGACAAGAAGAACGTCGAA 
GATGCTGAGAAGGCTGTTCGCACCCAGCTGTTCCTGGACACCCTCTCTGAGGTTGAGGAGCCTGAGGTT 
TCCCAGCAGGAGCTCACCGACCACATCCTGTTCACCGCACAGTCTTACGGCATGGACCCAAACCAGTTC 
ATCGGTCAGCTGCAGCAGTCCGGCCAGATCGCGAACCTCTTCTCCGACGTTCGCCGTGGCAAGGCTCTT 
GCACAGGCTATCTGCCGCGTAAACGTGAAGGACTCCGAGGGTAACGAGATCGACCCTAAGGAATACTTC 
GG T G AAG AAG AAG TAG C T GAG AC T GAG T C T GAAG C T 

>RXS00568 - 3' -Region 
TAAAAAC T T TAAAGAAATAAC G C 



>RXS01027 - 5' -Region 

AATAGATGGAAGTAGTTTTTCATTCACTTATGTGCGCGTTTTTAATCTGGTTTCTACCAAGAACTGTGT 
G CAC CAC AAC G C G GAAG G T G AAT C GC AC C C A 

>RXS01027 - coding Region 

ATGGCAAATAAGAACAATAAGCCTCATGAGGTGGACAAAGACCAAGATTCAGCCATGCTGATCAACGGT 
CGCCTGCAACAGATCCCGGCGCGTCCCACTGAGGAATTCACCCGCCCAACTCTTGCAGCAGGTGCAGTA 
CTGTGGCGCGGCGACATCACCAACCCGGACAGCATCGAGGTCGCTGTCATCCACCGCCCGCACTATGAT 
GACTGGTCCCTGGCCAAGGGCAAAGTCGATCCCGGCGAGTCTATTCCGACAACCGCGGCCCGTGAAATC 
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CTTGAAGAAACTGGCTACGACATCCGTCTGGGCAAGCTGATCGGCAAGGTTACTTACCCTGTGCTCGAC 
CGAACCAAAGTGGTCTACTACTGGACTGCCCAGGTTCTTGGTGGAGAGTTTGTCCCCAACGATGAAGTT 
GATGAAATCCGTTGGCTGTCTGTTGATGAAGCATGCGAGTTGCTCAGCTACCAAGTAGATACCGAAGTT 
CTGGCCAAGGCAGCAAAGCGTTTCCGCACTCCTTCCACCACTCGGGTGCTGTATGTTCGCCATGCTCAT 
GCACATGGTCGCCAAACCTGGGGTGGCGACGACAATAAGCGCCCATTGGACAAAAAGGGGCGTCGACAA 
GCAGAAATGCTCGTACCCATGTTGTTGCCCTTCAAACCCACCGCAATTTACTCGGCGGTGCCCGATCGC 
TGCCAAGCCACCGCGCTCCCCCTTGCCGATGAGCTCGGCCTCGACGTGTCCGTCAACCGACTGTTCGGC 
GACGACGCCTGGGAAACCGATCCCGAGGCCTGCAAGAAGCGCTTCACCGACGTGGTCGCGCAAGGTGGC 
GTGCCGATGATCGTTGGGCAGGGCGACATCATTCCGGAAATGATCAAATGGTTCTCCGAGAACGGCACC 
CTCCCTATCGATGAGAAGATCAAGGCGAAAAAGGGCAGCGTGTGGGTGTTGAGCTTTCACGACGGTGTG 
TTCACCGGCGCTGATTACCTGGCGAGTTCCCTGCCGGTTAAA 

>RXS01027 - 3' -Region 
TAGGAGCGCGTTTAAGGCCTCCA 



>RXS01528 - 5' -Region 

C AC C C AAAC C C AAAC C T C T C AG T C G AAT AAG C AG AAG T C T C AG G AC AACC G C AG G G G T AAG GG T C G T AG 
GTCTCCAACCAGGAGGCGTTCCAACACGAGG 

>RXS01528 - coding Region 

GTGAATCAGGCGTGGCAGCAGTCCCGTTTGGTTACTTCTGATGAGACTTCCGCAGGTGGTCTCGTGGTG 
TCAGGTTTGGCTGAGGCGGTCAACGCTAACAATGAGGTTGATCTGTCGAAGATTTATGTTGCGTTGATT 
GGTCGCCTTGATCGTCGTGGTCGTTTGTTGTGGTCGATGCCGAAGGGCCATGTTGAGCCTGGTGAGGAT 
AAGGCTGCGACTGCTGAGCGTGAGGTGTGGGAGGAGACCGGCATCCACGGTGAGGTGTTCACTGAGTTG 
GGTGTGATTGATTATTGGTTCGTTTCGGAAGGGAAGCGGATCCATAAGACGGTGCATCATCATTTGTTG 
CGTTATGTTGATGGCGATTTGAATGATGAGGATCCAGAAGTCACTGAGGTGGCGTGGATTCCGGCGAAT 
CAGTTGATTGAGCATTTGGCTTTTGCGGATGAGCGGAAGTTGGCTAGGCAGGCGCATGATTTGTTGCCT 
GAGTTTGCTTTGAAGGAAAAGGCGGAGGGAAGGTCCACCCCAAGG 

>RXS01528 - 3' -Region 
TGATTCCGAACCCCAACCCGAAC 



>RXS01716 - coding Region 

GAAGTCACTCCTGAGGGATTCAAAGAGATCACCCGTGAAAACACCATCGTTCGCCTGGGCAAAGGCGTC 
GACGCCACCGGTCAGCTAGACCCCGAGGCAATCGAGCGCACTCGTGTCGCTTTGGAAAACTACGTTGAA 
CTCATGGAAACCCATGGGGTAGAGGCCGTACGAATGGTTGCCACCTCCGCAACCCGCGATGCGTCCAAC 
.CGCGATGAATTCTTTTCGATGACCCGCCAGCTTCTGTCCAAGATCCGTCCTGGATACCAAGCTGAAGTA 
ATTTCCGGCGAAGAGGAAGCTCTGCTGTCCTTCCGAGGTGCAATCGTTGACCTGCCTGAAGACCAAGGT 
CCTTTCTGTGTTATCGACCTTGGCGGTGGATCCACTGAGTTCATCGTTGGCACCTACGACGGTGAAATC 
CTAGGCTCCCACTCAACCCAAATGGGATGCGTGCGCCTGACCGAACGAATCATGCGCAGCGACCCACCC 
GAC 

>RXS01716 - 3' -Region 
TGAAACCGAAGTGGAAATCGCCC 



>RXS01835 - 5' -Region 

TCAACATCTATTCCTCCTGCGATTTGCATGGGATATATATTAAAAATTCTAGCCGAAAGTTTCCTGCGT 
GAATACACTTTCCCCGCGCCTTCGCAAAGCT 

>RXS01835 - coding Region 

ATGAATACTGCCGCGTGGGCACACCGCCACCACGTACGCAAAGGCGGTGGAATTCCGTATGTCAGCCAT 
CTTTATTCAGTGATGTACTTGCTGGCCAGCGTCACTAATGATGAAGATGTGCTCATCGCCGGGCTGCTC 
CACGACACCCTCGAAGACGTACCCGAGGAATACAATTCTGCCCAACTTGAAGCTGATTTTGGTCCGCGG 
GTGCGCGAGTTGGTGGAAGAGCTCACCAAACAGCCCTTAAAAAGCTGGAAAGCGCGTGCCGACGCTTAC 
CTCCTGCACCTCAGCGCAGGTGCCAGCTTAGAGGCTGTCTTAATCTCCACCGCAGATAAACTGCATAAT 
CTCATGTCCATCTTGGATGACCTTGAAATACACGGTGAAGATTTATGGCAACGCTTTAACGCTGGCAAA 
GAGCAGCAAATCTGGTGGTATAGCGAGGTTTATCAGATATCTCTCCAGCGCTTAGGGTTCAATGAGTTG 
AATAAACAACTGGGGTTGTGCGTCGAAAAGCTCTTAAAGCAAAGCGCC 
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TAGGCGCTCGGCGGCGTCGATAA 



>RXS02497 - 5' -Region 

TCGATGCCGCCGCTGGCGAAGACTCGGGGAAACCTAAAAATACCGAAGAAGAATTTGACCGATTCACAC 
TTTGCCACCCTAGACCGTCTAACCTTTAGGT 

>RXS024 97 - coding Region 

GTGAGATTAGGTGTATTAGATGTGGGCAGCAATACTGTCCACCTAGTTGCAGTAGACGCGCGTCCCGGT 
GGACACCCCACCCCGATGAGCAATTGGCGTACCCCACTGCGCCTTGTTGAGCTTCTTGATGACTCCGGG 
GCGATCTCCGAAAAGGGCATCAACAAACTCACCTCAGCAGTCGGGGAAGCAGCAGACCTAGCGAAAACG 
CTCGGCTGCGCTGAACTGATGCCATTTGCTACATCGGCAGTCCGCTCCGCCACCAACAGCGAGGCAGTG 
CTCGACCACGTGGAGAAGGAAACCGGCGTCCGCCTGTCCATCCTTTCCGGTGAAGACGAAGCACGCCAA 
ACTTTCCTCGCAGTTCGACGTTGGTATGGATGGTCCGCAGGGCGCATAACTAACCTCGACATCGGTGGC 
GGCTCCCTGGAACTATCCTCCGGAACCGACGAATCCCCAGACCTCGCGTTCTCACTGGATCTGGGTGCG 
GGCCGCTTGACCCACAACTGGTTCGACACCGATCCACCGGCACGTAAGAAAATCAACCTCCTGCGCGAT 
TATATCGATGCGGAACTTGCAGAACCCGCCCGCCAGATGCGCACCCTAGGGCCCGCGCGCCTGGCAGTG 
GGAACATCCAAAACTTTCCGCACCCTGGCACGACTGACTGGTGCTGCGCCCTCATCCGCAGGACCACAC 
GTCACCCGAACCCTCACCGCGCCGGGTCTGCGCCAGCTGATCGCATTTATCTCACGAATGACTGCGGCG 
GACCGCGCTGAGCTGGAAGGTATCAGCTCGGATCGGTCACATCAGATCGTGGCAGGTGCGCTAGTTGCG 
GAAGCTGCGATGCGTGCGTTGGATATTGACAAGGTAGAAATTTGTCCGTGGGCACTTCGTGAAGGTGTG 
AT C C T C AC C AGG AT C G AC AAAG G AC T C GAG 

>RXS02497 - 3' -Region 
TAACATTTACCCGGAAAGGAGTT 

>RXS02972 - 5' -Region 

ACCTACGACG GTGAAATCCT AGGCTCCCAC TCAACCCAAA TGGGATGCGT GCGCCTGACC 
GAACGAATCA TGCGCAGCGA CCCACCCGAC TGAAACCGAA 

>RXS02972 - coding region 

GTG GAA ATC GCC CGC GAC TAC GTT GCA GAA CGC ATC CAG GAA GTA AAA GCC 

ATC GTC CCA ATT TCA AAG GCA AAA ACC TTT GTG GGA TGC GCA GGC ACC TTC 

ACC ACA ATC TCC GCC TGG GTG CAA GGC CTA GAA AGC TAC GAC CGC GAC GCG 

ATC CAC CTC TCT GCA CTC AAC TTC GAT GCA CTG CGA GTT GTC ACC GAT GAG 

ATC ATT TCA GAA TCA TCA TCA CAG CGC GCC AGC AAC CCA GTT GTT GAT CCA 

GGT CGC GCC GAC GTC ATC GGT GGC GGA TCC GTT GTT GTC CAA GCA GCG ATC 

GAC TTA GCC TCC AAA GAA GCC GGT GTA GAC TAC ATC ATT ATT TCC GAA AAA 

GAC ATC CTC GAC GGC CTC ATC CTT GGC CTG GTA GAA GCC GAC TCT TTG AAG 
AAA 

>RXS02972 - 3' Region 
TAGGACCCTA GTTTTAAACC ACT 

>RXS02979 - 5' -Region 

CTAGGTCAAGGAACTTCACTCGGCTAGTCCTTAGACTCAAATGTGTTCAGACAAACACTGGCACCGTAA 
GGCACGAAAGTTACCGAAAGGACTGGTTCCC 

>RXS0297 9 - coding Region 

ATGACCGCCCCAAACACTCTCAAGCAAACAACTCTTCGCTCTGATGAGTTCTCTTGCCCATCCTGTGTC 
TCCAAGATTGAAAACAAATTGAATGGATTGGATGGCGTCGACAATGCAGAGGTGAAGTTCTCCTCCGGA 
AGAATCCTTGTTGATCACGACCCCAGCAAGGTCTCTATCAAGGATCTAGTCGCTGCAGTCGCAGAGGTT 
GGCTACACCGCAAAGCCATCAGCAATC 

>RXS02979 - 3' -Region 
TAAAACTCTCAGTTAGACCATTA 



>RXS02987 - 5' -Region 
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GTTGTTTGATCCAGGTCAAGGAATTAACCCGGAAAGGACCGTATCTTTAAAGGTGCAAGCACAGGAACA 
TGACGATAAAAGATGAAAGGACCTGGTTACG 

>RXS02987 - coding Region 

ATGACCGCCCCCGCCACGCTGAAGAACACCACCTTGCGCTCTGATGAGTTCACCTGTCCGAGCTGTGTC 
GCCAAGATCGAAAACAAGCTGAATGGTTTGGACGGCGTGGAGAATGCGGAGGTGAAGTTCTCCTCCGGA 
CGCATCCTGATCACCCACGACCCACAGAAGGTCTCCGTACGTGACCTGGTCACCGCGGTAGCCGAGGTC 
GGTTACACCGCCAAGCCGTCGGCGATC 

>RXS02987 - 3' -Region 
T G AC G C AC T C C C G AC C C C AC AAG 



>RXS03095 - 5' -Region 

AACGCCTCAATTAGTGCCAGACCTTGCCGACCGCAGACCAAACTTCACCATTTCAAACCATCCCTAGCC 
ACAACAACGGCAGTTGTGCAATGATCTGCGT 

>RXS03095 - coding Region 

ATGAATGCAGATAAGAAAATGTGCGGAATGAACCCGGATAGCCAATACGTCGAACTTGCCGTCGAAGTT 
TTCGGACTCCTCGCGGACGCCACTCGAGTTCGCATCATCTTGGCACTTCGAAACAGTGGTGAACTTTCC 
GTAAACCACCTCGCGGACATCGTCGATAAATCCCCCGCAGCAGTTTCCCAACACCTCGCCCGGCTGCGC 
ATGGCCCGAATCGTGTCCACCCGTCAAGAAGGTCAACGAGTTTTCTACAAACTCACCAATGAACACGCA 
TCACAGCTAGTCTCCGACGCTATTTTTCAGGCGGAACACACCATTGCGGACGGCCAGACTCCCCCACAC 
CACCACCGAGAACGAGAACAATCA 

>RXS03095 - 3' -Region 
TGACCACCCACAGTCACCAAGAA 



>RXS03217 - 5' -Region 

TCTGTGAAGGTAGATGGTTTGACGAGGAGTTCCAACGACTCGGACGCTGGTGAATCATGCTGGCGAACG 
TAGCATCACCTGATTAGGAAAAGGTACAAAT 

>RXS03217 - coding Region 

ATGGCACAGGGTACTGTGAAATGGTTCAACGGCGAAAAGGGATTTGGTTTCATCGCTCCCAACGATGGC 
TCCGCAGATCTCTTCGTCCACTACTCTGAGATTCAGGGCTCCGGTTTCCGTAATCTTGAGGAAAACCAG 
CCAGTTGAATTTGAGGTCGGCGAGGGCGCCAAGGGCCCACAGGCTCAGCAGGTTCGTGCTCTC 

>RXS03217 - 3' -Region 
TAAGCTCTAACTGCTAGCTAAAAATTCCGC 
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